
logo

ML
MKPQGSLQLRLTSQHLALTPAQLQQS IKRLLQLSTI

LELEQHQE I
VEQAI LQTENPLLEREDNDEPWLVADATSTALR I

V
D
GADGSMVHNATLTQTPSASSAPETAPLPT

NTDB id 327418 EGT29 RS03985 WP 124687800.1 MLKPGLQLRTSQHLALTPALQQSIKLLQLSTLELEHEIEQILQENPLLEREDDPVAATLRVDADGSMHTTTPASPEA... 77
NTDB id 1425 RS RS02020 WP 011000369.1 .MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPT 79
consensus **!* !!!! !!!!!!!! !!!!!*!!!!!!*!! *!*!! ! !!!!!!!! *** * !* !!!!** * !* ****

logo

ED
S
A
P
E
PPAGAGENAGAVDEAHAPDSTAEAPSYENGSDFDASDAYGDTAERPSDLWPSDLDMDPEFALHRKRPGQGSDEEHDDDRATAPMPQLARAEAPDEAPSTLQREFHLLMEGQLALPLTKQALSTP

NTDB id 327418 EGT29 RS03985 WP 124687800.1 .DAEPGGEAVEAPS....P........ADAGDA.PDLPDMPELHRPGGEHDDDTAPQLAAPDASLREHLLGQLALTQATP 143
NTDB id 1425 RS RS02020 WP 011000369.1 ESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus * **!** * *** ************* ! ! **! * * **! **!! **!! **** !!*!* !!!* *!

logo RDAKAGLVI
T
A
FL IVDEESLDDENGYLDTGVSLDEE I

L
A
LADLFLPAPELE I

V
D
E
A
LDELQRASALGRLMLQSFDPAGI

VGARNSAIASECLCTLQLQRRVLPDLSDPACLPEA
NTDB id 327418 EGT29 RS03985 WP 124687800.1 RDAALVTALVDELDDNGYLDVSLEELAALFPPELEIDADELRSALGLLQSFDPAGVGARNISECLCLQLRVPDLDCLPEA 223
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPA.... 235
consensus !! *!! !** !!! !!! !!*!* ! !*!!!** !!! !! *!!!!!!!!*!!! !!!*!!! *! ******

logo

RDADVK
L
A
PLALRQTIAVANQHLEPLLAGARDYATKRLKRKALGSCVDNDDGEQLKRAAHQESL IRRSLADPFRPGHSARFYGSRSAPAEADFYVVPDVI

VVRKATAGANGQWMRA
NTDB id 327418 EGT29 RS03985 WP 124687800.1 RDADVLALARQIAAQHLPLLGARDYAKLRKALGCNDDQLRAAQSLIRRLDPRPGSRYSSPAADYVVPDVIVRKAGNQWRA 303
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