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NTDB id 32738 TGR7 RS04155 WP 012637420.1 MARAKTQYHCTACGAVHPKWGGQCADCGAWNTLEETIASAPAAAASPRFAGYAGEAATIRRLGDVVVEAEPRSGTGLSELDRVLG 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFNRVLG 85
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
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NTDB id 32738 TGR7 RS04155 WP 012637420.1 GGLVHGSVVLIGGDPGIGKSTLLLQTLAIMTGADGGAMNGLYVTGEESPQQVSLRARRLGLPYEDLKLLTETCAERIIQHAQQAR 170
NTDB id 125 BSU 00870 NP 387968.1 GGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSN...SVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQEMN 167
NTDB id 509 SM12261 RS00130 WP 078228442.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVERIQ 163
NTDB id 279 KZH43 RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQ 163
NTDB id 238 SPD RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQ 163
NTDB id 204 SPR RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQ 163
NTDB id 169 SP RS00155 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQ 163
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.G...TVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQ 163
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LAGPRLVMLEHMVDTVLYFEGDEPRGHGHRTYFRVI LR
NTDB id 32738 TGR7 RS04155 WP 012637420.1 PDIMVVDSIQTLYTEQLQSAPGSVAQVRESSAQLVRFAKQTGTALFIVGHVTKEGQLAGPRVLEHMVDTVLYFEGDPGGRYRVLR 255
NTDB id 125 BSU 00870 NP 387968.1 PSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILR 252
NTDB id 509 SM12261 RS00130 WP 078228442.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 279 KZH43 RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 238 SPD RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 204 SPR RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 169 SP RS00155 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
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NTDB id 32738 TGR7 RS04155 WP 012637420.1 AVKNRFGAVNELGVFAMVDSGLKPVSNPSAIFLSRHEDPVPGSVVMVTREGTRPLLVEVQALVAESHAAQPRRITVGLEQNRLNM 340
NTDB id 125 BSU 00870 NP 387968.1 AVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSL 337
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 238 SPD RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 204 SPR RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 169 SP RS00155 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
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NTDB id 32738 TGR7 RS04155 WP 012637420.1 LLAVLHRHGGIALFDQDVFVNVVGGVRVTETAADLPMLAAALSSFRNRPLPQELVVFGEVGLAGEIRPVPNGEERLREAAKHGYT 425
NTDB id 125 BSU 00870 NP 387968.1 LMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFK 422
NTDB id 509 SM12261 RS00130 WP 078228442.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 279 KZH43 RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 238 SPD RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 204 SPR RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 169 SP RS00155 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
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NTDB id 32738 TGR7 RS04155 WP 012637420.1 RAIVPAGNAPR.KPIKGMEVIGVSRLSQVLDAL... 457
NTDB id 125 BSU 00870 NP 387968.1 RMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 KIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
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