
logo MF
I LDFLFLFLPNRCLHKCNLR I I ESSTDNEL ILVCDWALCFKRSHQIHNFTHYNYDFYGSGKKNGNDPFVKYEQKQCVKVLFKFPVENKNATFYASLFMKQFYEEKDKESLSQRDKI IHAELKYHR

NTDB id 327282 EG339 RS00600 WP 123868404.1 MILDLLFPNRCLHCNRIIETNLLVCDLCFRQIHFTHYDYSKNNPVKEQCKLFFPVENTYALFQFEEDSLSRKIIHELKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!!*!! !! * *!! ! *!*!!* !* * * ! !!! * ! *! !! !!! !!!*
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LLTVNS IVPLHPKKLQRERGYNQLHLFYTEKTLSEQLYQYDRIPFYDSHNQYL ILKRNFHYSKAPQALKDQKKL
NTDB id 327282 EG339 RS00600 WP 123868404.1 NREITGKILAEWTTERLDFKDQKPDLLVSVPLHPKKLRERGYNQLHLYTETLSEYYDIPFDNQLIKRNHYSKAQALKDKK 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !!*!!*! *! *! *! *!*! *!!!!!! !!!!!!!!!!*! !!! !!* * !*!!!*!!!*!!!! !

logo

D
HRELEKMTQVNI

TFSVDTEQKP I ETGKHI LL IDDVFYTTGNTTMVSKSAIAVWE I
LLKNAGGNGKNKQVSVLVLMAI

MDEV
NTDB id 327282 EG339 RS00600 WP 123868404.1 HRLETVNTFSVTQPITGKHILLIDDVFTTGTTVSSIAWEILNAGKNKVSVLVMAMDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! ! !!! *! !!!!!!!!!!*!!! !*! !!*! * ! !!!!!*!*!
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