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MFLDFFLPNRCLKCNL I I SSDE IVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKFYEKEKENLSQRDKI IHAELKYHK
NTDB id 327242 EG358 RS17500 WP 317043428.1 .............................................................MKFEKENLSRKIIHELKYK 19
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus *************************************************************!!*!! !! !!! !!!*

logo SMREKRAVGKI
VLAEHWTVSTENRLMDFLKSHKEQGKI

PDI
VLTVNS IVPLHPKKLQKRERGYNQLHLFTEKTLSQRFLQYGR IPFYSHNYL ILKRNFHYSKAPQALKDQKLQ

NTDB id 327242 EG358 RS17500 WP 317043428.1 SREKAGKILAEWTTERLDFKKEKPDVLVSVPLHPKKLKERGYNQLHLFTETLSRFYGIPFSHNLIKRNHYSKAQALKDKQ 99
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !* !!*!!*! *! *! * *!*! *!!!!!! *!!!!!!!!!!! !!! !!*!! !*!!!*!!!*!!!! !

logo
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HRELEKMTQNI

TFS IVDTEKNI ETDGKHI LL IDDVFYTTGNTLMASKSAIAVWE I
LLKAGNRGNNKQVSVLVI

LA I
MDE

NTDB id 327242 EG358 RS17500 WP 317043428.1 HRLETQNTFSITENITDKHILLIDDVFTTGNTLASIAWEILKARNNKVSVLVIAMDE 156
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! !! !!* ! ! !!!!!!!!!*!!!!!* !!*!!* ! !!!!!*!*!!
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