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NTDB id 327200 EG359 RS10010 WP 076352711.1 MILDLLFPNRCIHCNRIIEPDFLVCNLCFNQIHFTHYDYFESNPIKEKCNLLFPVENTYALIRFEEESLSRKIIHELKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!**!! !! *! *!! ! *!*!!* !* * !* ! !!! * !***! !! !!! !!!*

logo SMRE I
R
T
VGKI

VLAEHWTVSTENRLMDFLKSHNQGR I
PDI

L
L
M
T
V
N
S
I
VPLHPKRKLQRERGYNQLHLFTEKTLSKQFLQYRS IPCYDSHQYL ILKRNFHYSKAPQALKDQKLQ

NTDB id 327200 EG359 RS10010 WP 076352711.1 SREITGKILAEWTTERLDFKNQRPDLMVSVPLHPRKLRERGYNQLHLFTETLSKFYSIPCDHQLIKRNHYSKAQALKDKQ 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! ! !!*!!*! *! *! *! *!** *!!!!*! !!!!!!!!!!!! !!! !!* ! !*!!!*!!!*!!!! !
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NTDB id 327200 EG359 RS10010 WP 076352711.1 HRLETVNPFSITQPITGKHILLIDDVFTTGNTISSIAWEIINVGDNKVSILVIAVDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! !*!!* *! !!!!!!!!!!*!!!!!*! !!** ! !!*!!*!*!
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