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I LDFLFLFLPNRCLHKCNLR I I ESASDEL ILVCDWALCFKGSHQIHNFTHYNYDFYGTGKKNGNDPFVKYEQKQCVQVLFKFPVENKNATFYASL IMKQFYEEKEKENLSQRDKI IHAELKYHR

NTDB id 327152 EG343 RS09070 WP 123857496.1 MILDLLFPNRCLHCNRIIEADLLVCDLCFGQIHFTHYDYTKNNPVKEQCQLFFPVENTYALIQFEEENLSRKIIHELKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!!*!! !! ! *!! ! *!*!!* !* * * ! !!! * !* *! !! !!! !!!*

logo

N
S
M
RE I

R
T
VGKI

VLAEHWTVCSENRLMDFLKSDHQRGKI
PDI

L
F
L
T
V
N
S
I
VPLHPKKQRERGYNQLHLFYTEKTLSKQLYFQER IPFYDSHEYL ILKRNFYYSKAPQALKNQKKL

NTDB id 327152 EG343 RS09070 WP 123857496.1 NREITGKILAEWTCERLDFKDRKPDLFVSVPLHPKKQRERGYNQLHLYTETLSKYFEIPFDHELIKRNYYSKAQALKNKK 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !!*!!*! *! *! * *!* *!!!!!!!!!!!!!!!!!*! !!! !!* ! !*!!!*!!!*!!!!*!
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NTDB id 327152 EG343 RS09070 WP 123857496.1 GRLETINTFSATQPITGKNILLIDDVFTTGTTISSIAWEVLNAGDNTVSVLVIAMDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus ! ! !! *! !!*!!!!!!!*!!! !*! !!*! * ! !!!!!*!*!
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