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NTDB id 327067 EG348 RS02580 WP 317126994.1 MKDIFLDLLFPNRCLDCNKIIESNLIVCNICFGKIQFTHFDYFEENTLKEICKTLFPVENAYALIQFEKESLSRKIIHEL 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 ...MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHAL 77
consensus ****!!! !!!!! !! !! ! !!! ! *!*!!* !* * !!! !* !* *!! !! !!! !

logo KYHKNSMREKRTVGKI
VLADHWI

V
S
TENRMVDFLKSHNEQGKI

PDI
L
I
L
T
V
N
S IPLHKPKKLQKRERGYNQLHLFATEKTLSEQFLQYNR IPFYDSHEYLVI

L
K
LRNSFYYSKAPQALK

NTDB id 327067 EG348 RS02580 WP 317126994.1 KYKNREKTGKILADWITERVDFKNEKPDLIVSIPLHKKKLKERGYNQLHLFAETLSEFYNIPFDHEVILRSYYSKAQALK 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 KYHSMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALK 157
consensus !!* !* !!*!!*!**! *! * *!** !!!!*!! *!!!!!!!!!! !!! !!* ! ** ! *!!!*!!!!
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NTDB id 327067 EG348 RS02580 WP 317126994.1 DKKHRLSTENLFAINKNISGKHVLLVDDVFTTGNTIATAAWEILKTGNNKVSVLVMAIDK 220
NTDB id 1333 RA0C RS05105 WP 004918078.1 QKLDREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
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