logo

NTDB
NTDB
NTDB
NTDB

id 361
id 327
id 295
id 478

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 361
id 327
id 295
id 478

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 361
id 327
id 295
id 478

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 361
id 327
id 295
id 478

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 361
id 327
id 295
id 478

consensus

SMU RS01310 WP 002262737.1
STU RS16115 WP 011226304.1
STER RS06915 WP 011226304.1

HSISS4 RS06985 WP 021143811.

SMU RS01310 WP 002262737.1
STU RS16115 WP 011226304.1
STER RS06915 WP 011226304.1

HSISS4 RS06985 WP 021143811.

SMU RS01310 WP 002262737.1
STU RS16115 WP 011226304.1
STER RS06915 WP 011226304.1

HSISS4 RS06985 WP 021143811.

SMU RS01310 WP 002262737.1
STU RS16115 WP 011226304.1
STER RS06915 WP 011226304.1

HSISS4 RS06985 WP 021143811.

SMU RS01310 WP 002262737.1
STU RS16115 WP 011226304.1
STER RS06915 WP 011226304.1

HSISS4 RS06985 WP 021143811.

TN AR NEEDARATA R AOLE EYLA B 0L KTET L ik S R T

. MS|SEKpSRQ VNEMRH\UNIZHT Y A G EMKESRAD \USIE YIRE K{eaa TIR SR s ess s eay TR Mell. S AKINME . I F[¢Dp G

IRNDL
MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDLTK

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGQDLTKL

AR T SO ALY A D) RQRL\/

i

R

o ALt LS A e AP

ATALApP L EDEPTTALDVTIQAQI L Ki2 [Meigpl]S IFITHDLGVVA{g AD VAVMYAGIYI EY TV E FYRPNHPY
ATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIEYATVEEIFYEPCHPY]
ATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIEYATVEEIFYEPCHPY]
AIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIEYATVEEIFYEPCHPY

IR AL A0 Dt T et e

TWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWAKTWLLHEDAPKVDKPAVIQNL
TWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWAKTWLLHEDAPKVDKPAVIQNL

i

LQl PQ

HEKILANMGFAHLGDEEEGNA
HEKILANMGFAHLGDEEEGNA

k1D skskskkok |sksk |okokoskosk sk sk k ok x

X non conserved
B similar
> 507 conserved

166
170
170
170

251
255
255
255

336
340
340
340



