
logo MIKKLSLVSMFCLLPASYYYAQTTVYAYVKDADGKP I ENAVADLREANDDVKADKIGYFQFVDLKPGHYQMVVTQPNYETKVLEF
NTDB id 32692 RIA RS06920 WP 004918216.1 MIKKLSLVSMFCLLPASYYYAQTTVYAYVKDADGKPIENAVADLREANDDVKADKIGYFQFVDLKPGHYQMVVTQPNYETKVLEF 85
NTDB id 1324 RA0C RS04915 WP 004918216.1 MIKKLSLVSMFCLLPASYYYAQTTVYAYVKDADGKPIENAVADLREANDDVKADKIGYFQFVDLKPGHYQMVVTQPNYETKVLEF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVFENEKRKDLGI ITLFSNLKNSELGVVLLDDNSSMDESSSQATLGLLQSSRDVFSNIAAFDLGFYWFRPRGIDGRRSEVMMNGI
NTDB id 32692 RIA RS06920 WP 004918216.1 DVFENEKRKDLGIITLFSNLKNSELGVVLLDDNSSMDESSSQATLGLLQSSRDVFSNIAAFDLGFYWFRPRGIDGRRSEVMMNGI 170
NTDB id 1324 RA0C RS04915 WP 004918216.1 DVFENEKRKDLGIITLFSNLKNSELGVVLLDDNSSMDESSSQATLGLLQSSRDVFSNIAAFDLGFYWFRPRGIDGRRSEVMMNGI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SMENADNGNVDYGNWGGLNE ITRYPE IAVNHSPSEYAFGGVGSVVYKNMKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMNKKG
NTDB id 32692 RIA RS06920 WP 004918216.1 SMENADNGNVDYGNWGGLNEITRYPEIAVNHSPSEYAFGGVGSVVYKNMKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMNKKG 255
NTDB id 1324 RA0C RS04915 WP 004918216.1 SMENADNGNVDYGNWGGLNEITRYPEIAVNHSPSEYAFGGVGSVVYKNMKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMNKKG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WAFTVMGARRWAQEGIQEGTFYDAYGAYLGI EKKVSDKHTLTLNL IGSPYRRSTASPNTQEVIDYNGVHYNAFWGWQDGEKRSER
NTDB id 32692 RIA RS06920 WP 004918216.1 WAFTVMGARRWAQEGIQEGTFYDAYGAYLGIEKKVSDKHTLTLNLIGSPYRRSTASPNTQEVIDYNGVHYNAFWGWQDGEKRSER 340
NTDB id 1324 RA0C RS04915 WP 004918216.1 WAFTVMGARRWAQEGIQEGTFYDAYGAYLGIEKKVSDKHTLTLNLIGSPYRRSTASPNTQEVIDYNGVHYNAFWGWQDGEKRSER 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VRKGFQP I LQLTDYWKI SSRSQLWATVSYQFGKDKASRLDWYNAQNPSPLYYRNLPSYFAGLANPSDSDIAQLE ITKNRWESNDQ
NTDB id 32692 RIA RS06920 WP 004918216.1 VRKGFQPILQLTDYWKISSRSQLWATVSYQFGKDKASRLDWYNAQNPSPLYYRNLPSYFAGLANPSDSDIAQLEITKNRWESNDQ 425
NTDB id 1324 RA0C RS04915 WP 004918216.1 VRKGFQPILQLTDYWKISSRSQLWATVSYQFGKDKASRLDWYNAQNPSPLYYRNLPSYFAGLANPSDSDIAQLEITKNRWESNDQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NYTQINWDRLYLANRNREQAVYFLVNDVNDDKVWNVGTHFVHNFSDKTQLF INASYRNYLSNQYRE IKDLLGAQYALNGDPFAST
NTDB id 32692 RIA RS06920 WP 004918216.1 NYTQINWDRLYLANRNREQAVYFLVNDVNDDKVWNVGTHFVHNFSDKTQLFINASYRNYLSNQYREIKDLLGAQYALNGDPFAST 510
NTDB id 1324 RA0C RS04915 WP 004918216.1 NYTQINWDRLYLANRNREQAVYFLVNDVNDDKVWNVGTHFVHNFSDKTQLFINASYRNYLSNQYREIKDLLGAQYALNGDPFAST 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQPKLSGLFNEGEENTHKKVGDKIGYDYTFRRQETKINPALKFNTGNFDI FVSALAAYITNNREGHFNHYLYKDALGKSENQDYW
NTDB id 32692 RIA RS06920 WP 004918216.1 NQPKLSGLFNEGEENTHKKVGDKIGYDYTFRRQETKINPALKFNTGNFDIFVSALAAYITNNREGHFNHYLYKDALGKSENQDYW 595
NTDB id 1324 RA0C RS04915 WP 004918216.1 NQPKLSGLFNEGEENTHKKVGDKIGYDYTFRRQETKINPALKFNTGNFDIFVSALAAYITNNREGHFNHYLYKDALGKSENQDYW 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NFGLKGQVIYKLDGRNFLVYNSAYYSQAPYLNNLF INARVNSAIAPNIKNTIVSANDI SYMVSSPFVKVRATAFL INTQNDTNVQ
NTDB id 32692 RIA RS06920 WP 004918216.1 NFGLKGQVIYKLDGRNFLVYNSAYYSQAPYLNNLFINARVNSAIAPNIKNTIVSANDISYMVSSPFVKVRATAFLINTQNDTNVQ 680
NTDB id 1324 RA0C RS04915 WP 004918216.1 NFGLKGQVIYKLDGRNFLVYNSAYYSQAPYLNNLFINARVNSAIAPNIKNTIVSANDISYMVSSPFVKVRATAFLINTQNDTNVQ 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RFFADGIKLDGVDSEGNTTSARSAFVTQVMSNVNRRNMGAELGVEVKVTPTITVNGVANYGKYIYTNNPEVYFASDAVGMFPNEK
NTDB id 32692 RIA RS06920 WP 004918216.1 RFFADGIKLDGVDSEGNTTSARSAFVTQVMSNVNRRNMGAELGVEVKVTPTITVNGVANYGKYIYTNNPEVYFASDAVGMFPNEK 765
NTDB id 1324 RA0C RS04915 WP 004918216.1 RFFADGIKLDGVDSEGNTTSARSAFVTQVMSNVNRRNMGAELGVEVKVTPTITVNGVANYGKYIYTNNPEVYFASDAVGMFPNEK 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYTSYGTSYIKNFRQGGTPQEAYSLGVKYSSPKYWWVGANWNYLGNNFLDPSPL IRSDFFVNNPVTGTPYAGI SEEEYKRVTAQV
NTDB id 32692 RIA RS06920 WP 004918216.1 LYTSYGTSYIKNFRQGGTPQEAYSLGVKYSSPKYWWVGANWNYLGNNFLDPSPLIRSDFFVNNPVTGTPYAGISEEEYKRVTAQV 850
NTDB id 1324 RA0C RS04915 WP 004918216.1 LYTSYGTSYIKNFRQGGTPQEAYSLGVKYSSPKYWWVGANWNYLGNNFLDPSPLIRSDFFVNNPVTGTPYAGISEEEYKRVTAQV 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLPVAYFFNINAGKSWMLGKYYVL I SATVNNVLDNTKYATGGFEQTRNVNFADFRRDYDREYPNFAPRYFFTQGRNYF INLQVRF
NTDB id 32692 RIA RS06920 WP 004918216.1 KLPVAYFFNINAGKSWMLGKYYVLISATVNNVLDNTKYATGGFEQTRNVNFADFRRDYDREYPNFAPRYFFTQGRNYFINLQVRF 935
NTDB id 1324 RA0C RS04915 WP 004918216.1 KLPVAYFFNINAGKSWMLGKYYVLISATVNNVLDNTKYATGGFEQTRNVNFADFRRDYDREYPNFAPRYFFTQGRNYFINLQVRF 935
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


