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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 326606 EG365 RS07070 WP 001215083.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSEVWTDKNTGERKEQTEWHRIVLHNRLGEIAQQFLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus **!!!!**! !!*!!*****!*!*** ****!!!!*!*!***!***!*!!!!*********!*!***!*!!* !!*

logo EGKQSR I
L
K
R
Q
S
TRQKYWTQGDKQSDNGI

Q
D
ERTYSATYTDEVIQRVVAGQGYNGDNI

Q
V
E
L
MKQMLDGASGRAQSNSEQQGNEGSDQGGFMAGPAFGYADENQQEGGMNSYDGFWQNSQAPEPRAAFYNQATVRNPQYANQGQSGSGRW

Q
Y
G
Q
S
P
D
N
Q
A
N
P
N
QQGPASGK

NYAGQNNG
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPA............ 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPA............ 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM.......NVPAQQGSWGQPQQPAK...... 146
NTDB id 326606 EG365 RS07070 WP 001215083.1 EGSLRTRQWTDQNGQERYTTEIRG....DQMQMLDARQQGEQ..GFAGGNDFNQPRFNAPQQGGGYQNNNQGSGYGQNNG 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSD.....NYAQNN. 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 ...........SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...........PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...........QHQP...MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 326606 EG365 RS07070 WP 001215083.1 GYGGQGGFGNGGNSPQGGGFAPKAPQQP....ASAPADLDDDLPF 193
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ......NFNGG.N.....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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