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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GD..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 326572 EG363 RS08480 WP 124095536.1 ..MLNRTILVGRLTRDPELRTTQSGVNVASFTLAVNRTFTNAQ.GE..READFINIIVFKKQAENVNKYLSKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GE..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
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LDESPRKPSTNGRTSENTGDEKGADQSTAFGQRDGSQDGDGLNGQYAGNQEQSGQVWNNQAPAQTNFQSYGQNGQSNGGQSYFSDGGNYGAQSNQDNQSNGNPFGNTSGGNPTNRQAGNQNQTGQSNQRARYNPSANQT

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA.....T 155
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN........FNSNQS..NGSQQSGFTSPQQTGNAPA 145
NTDB id 326572 EG363 RS08480 WP 124095536.1 RLQTRNYENKEGQRVYVTEVIADSIQFLEPKNSNDTQQDLYQQQV........QQ................TRGQSQYSN 131
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGN........SGGGQYFGGGQNDNPFGGNQNNQRRNQ 147
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
consensus ***!!******!*****!!************ * * * * * *
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 326572 EG363 RS08480 WP 124095536.1 NKTVKDNPFANANGPIEIDDNDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ......................... 113
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