
logo MTSKTIAS INAGSSSLKWQLYELMPEEVKVLAKGL I ER IGLKRDDSAVI STVKFANDGRQSEEASQETLDAIAKDHVTQAAVKI LLDDL IRHFLDI IKSYDE ITG
NTDB id 32653 STND RS08825 WP 014608740.1 MTKTIAINAGSSSLKWQLYEMPEEVVLAKGLIERIGLRDSVSTVKFADRSESQTLDIADHVQAVKILLDDLIRFDIIKSYDEITG 85
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
consensus !*!!!*!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!**!**!!!!!*****!*!!*!*!!**!!!!!!!!!!**!!!!!!!!!!!

logo VGHRVVAGGETYFKNESSALVDESYEEAVLIAKKI
VEELSAALLAPLHNPKGAANASAGIRAFKEKLI LPDITSVAVVFDTAFHTSTMPEVAYRYPVLPNRKYYFTDE

NTDB id 32653 STND RS08825 WP 014608740.1 VGHRVVAGGEYFKESSLVDEY.ALAKIEELSALAPLHNPGAASGIRAFKELLPDITSVAVFDTAFHTSMPEVAYRYPVPNRYYTD 169
NTDB id 402 FSA28 RS09365 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
NTDB id 393 SMU RS08995 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
consensus !!!!!!!!!*!!*!!*!!!******!*!!!**!!!!!!***!*!!!!!!**!!!!!!!*!!!!!!!!*!!!!!!!!!*!!*!*!*

logo

Y
NQVRKYGAHGTSHQYYVSAQHEAAKLI LGEKP I EEKTLKI

L ITAVHVMGNGVS ILTAVDGGKSVDTSMGLFTPLGGVMMGTRTGDLDPAI
V IPFYI

L
I
MDRN

NTDB id 32653 STND RS08825 WP 014608740.1 YQVRKYGAHGTSHQYVSQEAAKLLGKPIEETKIITAHVGNGVSITAVDGGKSVDTSMGLTPLGGVMMGTRTGDLDPAIIPFIIDR 254
NTDB id 402 FSA28 RS09365 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
NTDB id 393 SMU RS08995 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
consensus *!!!!!!!!!!!!*!!**!!!!*!*!!!!**!*!!*!*!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!***!*

logo

E
T
P
EDMFAKDTAPERDIRHRVI FNKNESGLLGI SEKLSSNDMRDE I IEAGAKTEAAGDNEKKNCATLAYDNLMYFVIDRLIRIKYHIAGQAYFAGAVMNGAVDAIVFTAGIGENSDADHVI

NTDB id 32653 STND RS08825 WP 014608740.1 EPDMADAERIRHVFNKESGLLGISEKSSDMRDIIAGKEAGDEKCTLAYDLYVDRLRKYIAQYFGVMNGADAIVFTAGIGENSADV 339
NTDB id 402 FSA28 RS09365 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
NTDB id 393 SMU RS08995 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
consensus **!****!*!!**!!*!!!!!!!!!*!*!!!*!*!***!!****!!!!****!!**!*!**!**!!!!*!!!!!!!!!!!!*!**

logo RASSEVI LMDKGHLFTDWFLGI
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E
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V
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P
TEKNVEFKGRRPVVYGDVITSTSANDASAAKVKVFLVIPTDEELVIARDVERLKTK

NTDB id 32653 STND RS08825 WP 014608740.1 RASVLDGLTWFGIEVDPEKNVFGR.VGDITTADSAVKVFVIPTDEELVIARDVERLKTK 397
NTDB id 402 FSA28 RS09365 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
NTDB id 393 SMU RS08995 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
consensus !********!*!*****!!!******!*!******!!!*!!!!!!!!!!!!!!!!!!!!
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