logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 326359 EGY29 RS05645 WP 003094649.

NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 326359 EGY29 RS05645 WP 003094649.

NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 326359 EGY29 RS05645 WP 003094649.

NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

ﬂF$w$M@WEA%@Mm@m%ﬁﬂw

.............. PVMQ ENEDLRTARLIBIDREMFMAEMBEPGKGMQAEVRIPALERGPGLK
KT ... IMPQEXNMR . KISBWIGSISFITK. . ... IS GK

MKAT. .. ... GSVSHLAR. . . .. SK
.BINGNGGFSLFAKKEKRIJTEAERHS A SDYLIUN ()M SIAF BE EEMMK KITATGREMIR PLQMTRVE . . - . . T.... TQE
NN GGFSLFAKKEKRIT@AERHS A SDILIUN (M SIAF MEEEIMK K AISRERIR PLOMTHVE . . . . . . TQE

........... TQA

EIRKNBEEG. . . . PL
ERKNELEG. . . . TTL
...... PM
...... PM

Ne%ﬁé\'?gwé.wi i XEQL%?S%YFM LX N\.VQA E \.

RTI
AKUSNLRKQG gy 38T

HRQLAT oA VQA Bl Vg

)

D WNIF RQLATM [€AG T QAIWAT ERQTRKF

DIT FTRQL TM

LEIFAIISINGIPINY FDIARY CNL VINA GEgNEGYL
DIT FTRQL TM

LEIAAISIIPINY FDIAgY CNL VED

| kok [ * | x 15k ok ok ok % * %

0 R R AR

I BVAIG
I BWVAIG

diaad UL Mo et

ATYKEKHEM
W IBIFGA LPAFTQ
I BSIEFGA LPAFTQ
INEEGAELPAF TH
IWEGAELPAFTI®

IN LLTI VVPENF[ES
I\ LLI VVP[F[A]
sokkkokkkokxk | 1 okxk k|

S<<<<<<<<

sk k k ok ok k| kD Dsksk skokok Pokokok Doksk | Ik | ! RN Pokokokok k%%

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252
1016
1059

326359 EGY29 RS05645 WP 003094649.

1198

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252
1016
1059

326359 EGY29 RS05645 WP 003094649.

1198

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252
1016
1059

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

AAA85695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GC085 RS07730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

AAA85695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GC085 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

AAA8BE695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GC085 RS07730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

1

1

326359 EGY29 RS05645 WP 003094649.1

1198

consensus

PSJM300 03950 AFN76868.1

DR B L ot AR LATEFALY vt T

BPI G
PIGDI
IGDT

VETALy 6¥AE§§A§¢BS KfRe.

@AFAAGVPLVDLDSTAGARGN

WMFAAGVPLVDLDSTAGARGN

BEA G I BFiR(A LP GEILEKAAIARF RTL lTFAAG PLV ALEGSEJAGATGN
fc AIp LPI GD |{KAMIAR SRTLATTFAAGVPL DALPSTAGATJNE YE

A G IR IRSISKFRINY D LPL LPIFGD MKAMIAR SRTLATTFAAGVPL DAL STAGATRN

L0 G Al MRNHARSRSIZKFRDJNIDRE L LPI GILMK M AR RTL TTFAAGVPLV ALDS[j GATGN

* % %k kX k

et

* ok

ore Rt e

* %k k kokkokk |k Dk | | * 1 [ 1 oskoskoskokok ok |k sk ok ok ok ok | sk k%

QMVWIGEESGE

QMVRIIGEESG
QM IGEESG LDDMLWNKEVAIXEYEBJEVDNAV[EAYL A
QM IGEESG LDDMLNKEVAIXEYEBEVDNAV[ERIL A MEP I
QMVAIGEESGAL KMLSKVADFYEEEV NAVDEL !EP I
QMVAIGEESGALD MLIyKV AN YESEVDHAVDGLT MEPLI
QMVAIGEESGALDEMLKVAN YENEVDNAVDELT MEPLI
QMUWATIGEESGALDDMLINKVA[MF YENEVDNAVDRYYLTA MEP I
QMWATGEESGALD MLBKVAWEFYEBEVDNRIVDELTA MEP I

* * ok D okkokok * 11 [ B R e B I I A A B e LR RN *kx 1|
ook Y e
\./l ALA\KQ

IGTESVQ 406

.. 407

.. 408

AMYLP F LGNVV [ 410
AMYLP F LGNVV [ 410
AMYLPIFHLGSAVERE 406
AMYLPIF 408
AMYLPIF C. 408
AMYLPIF LGIVV 406
AMYLPIF GSVVR 405

Lok ok ok 5 |

EIEEEEEEE

X non conserved
B similar
> 507 conserved

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



