
logo MAGNRTNDEEVMTVHYCSFCGKNQDEEVKKI IAGNGVF ICNECVAELSQE I IREELTAEEVLADLASETVPKPKELLADI LDNNSYVI
VGQDRAVKRAL

NTDB id 32632 STND RS03015 WP 002950151.1 MAGNR.NEEMVYCSFCGKNQEEVKKIIAGNGVFICNECVALSQEIIREETAEEVLADLAETPKPKELLDILNNYVVGQDRVKRAL 84
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDRAKRAL 85
consensus !!!!!*!* !*!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!! ! !!!!!!! !! !!*!!!! !!!!

logo AVAVYNHYKR INSFTESQRDEDNQDVDLQKSNI LMIGPTGSGKTFYLAQTLAKRSLNVPFAIADATASLTEAGYVGEDVENI LLKL IQAADFY
NTDB id 32632 STND RS03015 WP 002950151.1 AVAVYNHYKRINFTESREDNDVDLQKSNILMIGPTGSGKTYLAQTLARSLNVPFAIADATSLTEAGYVGEDVENILLKLIQAADF 169
NTDB id 379 SMU RS04375 WP 002262816.1 AVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLIQAADY 170
consensus !!!!!!!!!!! !!!! *!*!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*

logo NI
VERAERGI IYVDE IDKIAKKGENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPNQQEMIQIDTKNI LF IVGGAFDGI ED

NTDB id 32632 STND RS03015 WP 002950151.1 NIERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIQIDTKNILFIVGGAFDGIED 254
NTDB id 379 SMU RS04375 WP 002262816.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIVGGAFDGIED 255
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo IVKQRLGEKI IGFGQNNKAKIDDEQSSYMKQE I IVASEDIQKFGL IPEF IGRLPVLAATLEQLTVDDLVKR I LTEPKRNALVKQYQTLLSYDG
NTDB id 32632 STND RS03015 WP 002950151.1 IVKQRLGEKIIGFGQNNKAIDDESSYMKEIVAEDIQKFGLIPEFIGRLPVLATLEQLTVDDLVRILTEPRNALVKQYQTLLSYDG 339
NTDB id 379 SMU RS04375 WP 002262816.1 IVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQYQTLLSYDG 340
consensus !!!!!!!!!!!!!!!!!! !!! !!!! !!* !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!

logo VELEFDQDEALEQAIAQSKAI ERKTGARGLRS I I EETVML
MDLVMFE IPSLQEDVTCKVR ITKEKAVDEGKTADAKP I

VLETAS
NTDB id 32632 STND RS03015 WP 002950151.1 VELEFDQDALEAIASKAIERKTGARGLRSIIEEVMMDVMFEIPSLEDVTKVRITKEAVDGKAAPVLETA. 408
NTDB id 379 SMU RS04375 WP 002262816.1 VELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS 410
consensus !!!!!!!*!! !!! !!!!!!!!!!!!!!!!!! !*!*!!!!!! !!!!*!!!!! !!*! !*!!!!*
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