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SKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNNTTI SKVVTYI EKDWDSDEELSPEPLLAALYS

NTDB id 32627 STND RS01680 WP 014607970.1 ....MSKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNNTISKVVTYIEKDWDSDEELSPEPLLAALYS 81
NTDB id 472 HSISS4 RS01435 WP 002883784.1 MSKLQDKLFGKVTIRKKLTMTTAVVFFLVLSMFTLVVVFSANTLLLQRERQNVNTTISKVVTYIEKDWDSDEELSPEPLLAALYS 85
consensus **** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PKNIYAPS I INGVLSEKHRSLDGQVAI
VSNKRLYSNQS IVFYVYDKKGTF I FTSEEDNTDSPPGMSEVNKLKLSVSYKGKRGFLLQVP IYGKD

NTDB id 32627 STND RS01680 WP 014607970.1 PKNIYPSIINGVLSEKRSLDGQVAVSNRLYSNQSIYVYDKKGTFIFTSEEDTDSPPGMSEVNKLKLVSYKGKRGFLLQVPIYGKD 166
NTDB id 472 HSISS4 RS01435 WP 002883784.1 PKNIYASIINGVLSEKHSLDGQVAISNKLYSNQSVFVYDKKGTFIFTSEENTDSPPGMSEVNKLKSVSYKGKRGFLLQVPIYGKD 170
consensus !!!!!*!!!!!!!!!!*!!!!!!!*!!*!!!!!!**!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo KKTIVGYAQI
VFHDLEFYYALKERL I FLL I FLEVGMTVLVIAAVTVVVLTS I LRPMRQLHETMGI

V I ITDSPSDLELRSKI ESHDE IGAD
NTDB id 32627 STND RS01680 WP 014607970.1 KKTIVGYAQVFHDLEFYYALKERLIFLLIFLEVGMTVLVIAVTVVVLTSILRPMRQLHETMGIIIDSPSDLELRSKIESHDEIGA 251
NTDB id 472 HSISS4 RS01435 WP 002883784.1 KKTIVGYAQIFHDLEFYYALKERLIFLLIFLEVGMTVLVIAATVVVLTSILRPMRQLHETMGVITDSPSDLELRSKIESHDEIGD 255
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!

logo LALVNFNCRMMDKIQENNQMQMRFLSDVSHELRTP IAVIKGHMDLLQRWGKNDPE I LEESLEAASHEANRMTIMINDMLDS IRVKGS
NTDB id 32627 STND RS01680 WP 014607970.1 LALNFNCMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGS 336
NTDB id 472 HSISS4 RS01435 WP 002883784.1 LAVNFNRMMDKIQENNQMQMRFLSDVSHELRTPIAVIKGHMDLLQRWGKNDPEILEESLEAASHEANRMTIMINDMLDSIRVKGS 340
consensus !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FDENHRNDTCDLNSS IRTVIGNFRVLHDEDYQFYLNDFSEGSSDERPAQIYSQHFEQAVITI L IDNAVKYSPVNKEKIQI
VTIKALEDEMLVQ

NTDB id 32627 STND RS01680 WP 014607970.1 FDNHRNDTCDLNSSIRTVIGNFRVLHDDYQFYLNDSEGSDRPAQIYSQHFEQVITILIDNAVKYSPVNKKIQITIKALEDEMLVQ 421
NTDB id 472 HSISS4 RS01435 WP 002883784.1 FENHRNDTCDLNSSIRTVIGNFRVLHEDYQFYLNDFESSERPAQIYSQHFEQAITILIDNAVKYSPVNKEIQVTIKALEDEMLVQ 425
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! !*!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!

logo VQDNGEGI SKEDI EHI FERFYRSDKARNRTTTQSGVGIGLS I LYQIVEAYRCHR IDVSSELGVGTRFDLYIPFADEGSETTTPQI
LEGL

NTDB id 32627 STND RS01680 WP 014607970.1 VQDNGEGISKEDIEHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRCHIDVSSELGVGTRFDLYIPFAESETTTPQIEG 505
NTDB id 472 HSISS4 RS01435 WP 002883784.1 VQDNGEGISKEDIEHIFERFYRSDKARNRTTTQSGVGIGLSILYQIVEAYRCRIDVSSELGVGTRFDLYIPFADGETTTPQLEL 509
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!* !!!!!!*!
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