
logo MSDNRSTHI
LEEKYQTWDLTTI

VFATDAEDLWETEVYEVESLTTVQADI
L
D
K
K
NAKSAGFYASGHLLDSASKQNSLLEGAITELVEYLMDSLMSRRLEKI

VYVYASMKND
NTDB id 326097 EGX82 RS01375 WP 001282905.1 MSDNRSHIEEKYQWDLTTVFATDELWETEVVELTQAIDNAKGFSGHLLDSSQSLLEITEVELDLSRRLEKVYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!*!!!! !!!!!*!!!! !!!! ! * ! ** !!!!!! !! !!* * ! !!!!!*!!!!!!!!!

logo QDTTVAGKLYQEFYQAKASTANLYASKQFLSEATFASFYFYEPEFLLMAQLDSDEKSDKLYAQESFKLELEQEMPDGLGQKLYDHFYFEKR I
L
F
LANKDPHVLSQENAEEELLAAGA

NTDB id 326097 EGX82 RS01375 WP 001282905.1 QDTTVAKYQEFQAKATALYAKFSETFSFYEPELLQLSESDYQSFLLEMPDLQKYDHFFEKIFANKPHVLSQNEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!*!!!!* !! !! ! **!!! * ! * ! ! ! !!!*!!** !!!*!!!!! !!!!!*!

logo

G
S
D
E I FGNAGAPGTDETFENI

VLDNADI
M
L
VFPVWVKSDNAGKQGDEEVVELTHGNF I STLMESKSDRDTI

VRKEGAYEQAMYGSTYEQFQHTYAKQTLQGTNVVKSVHQ
NTDB id 326097 EGX82 RS01375 WP 001282905.1 SEIFGAAGETFEILDNADMVFPVVKNAKGEEVELTHGNFISLMESSDRTVRKEAYQAMYSTYEQFQHTYAKTLQTNVKSQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! *!!!!!**!! ! * !* !!!!!!!!!*!!!! !! *!! !! !!! !!!!!!!!!! !!! !! *

logo NFYKQAKRVHRHYNQSARHQASALASANF IPEESVYDESTL ILEKSTVNHKHLPLLHRYLMDKLRKQKVLGLDDELKMYDVYTPLSEQMTDEMTASFLTYDEEASLK
NTDB id 326097 EGX82 RS01375 WP 001282905.1 NFKARVHHYQSARQSALSANFIPEEVYETLIKTVNHHLPLLHRYMKLRQKVLGLDDLKMYDVYTPLSQMDMSFTYDEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !* !*!*!!*!!!* !! !!!!!! !!**!* *!!*!!!!!!!!* !! !!!!!!*!!!!!!!!!!! * !!*! !!

logo KASEEVLAI FGEEVYSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQNT
NTDB id 326097 EGX82 RS01375 WP 001282905.1 KSEEVLAIFGEVYSERVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !!!!!!!!! !! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEVKDDKNTRFAI LNHYLDGFKGTI
VFRQTQFAEFEHAIHEVADAQESGQI

VLTASDEFY
NTDB id 326097 EGX82 RS01375 WP 001282905.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEVKDDKNRFAILNHYLDGFKGTIFRQTQFAEFEHAIHVADQEGQVLTSEY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !! !!*!! **

logo

L
MNKNLYADELNEKYYGNLKTAKEDNHYEF IQFYEWAER IPHFYMYNYYVFYQYATGFAAANSYLAEKR IVHNGNTEPEDKEAYLNTYLKAGNSSDYPL

NTDB id 326097 EGX82 RS01375 WP 001282905.1 LNNLYAELNEKYYGLTKEDNHFIQYEWARIPHFYYNYYVFQYATGFAAANYLAERIVNGNPEDKEAYLNYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!*!!!!!! ! !!!* !!*!! !!!!!! !!!!*!!!!!!!!! !!!!*!!*! *!!!!!!! !!!!! !!!!!



logo

E
NVIAKKAGVDMTNSATDYLDAAFKRVFEDERLVELEANLVAEKGVHLNDS

NTDB id 326097 EGX82 RS01375 WP 001282905.1 NVIAKAGVDMTSADYLDAAFRVFEERLVELENLVAKGVHND 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!!!!!!*!!!*!!!!!! !! !!!!

X non conserved
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X ≥ 50% conserved


