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NTDB id 1390 A4U84 RS00055 WP 021115958.1 80
NTDB id 498 SM12261 RS01980 WP 000282464.1 .. NGER. VLWG LAE 75
NTDB id 526 SMSK321 RS08825 WP 000282440.1 .. NGER. VLWGRLAE 75
NTDB id 158 SP RS09595 WP 000282442.1 .. NGER. VLWGRLAE 75
NTDB id 268 KZH43 RS08520 WP 000282467.1 .. NGER. VLWGRLAE 75
NTDB id 227 SPD RS09110 WP 000282467.1 .. NGERS VLWGRLAE 75
NTDB id 193 SPR RS08685 WP 000282467.1 .. NGER. VLWGRLAE 75
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .. NGER. VEWG LAE Lfj 75
NTDB id 409 SMU RS08940 WP 002263454.1 .. NGER. VLWGRLAE 75
NTDB id 325945 EGX96 RS08340 WP 000609374.1 75
NTDB id 624 LCA RS00040 WP 011373726.1 75
NTDB id 113 BSU 40900 NP 391970.1 75
NTDB id 112 BSU 36310 NP 391512.2 .. . 75
consensus ok D okokokokok |okok *k ok kx| [EEEEES * 1k * ok kkkokokokokokok || kkk | kokokok !
thi QTS
L TRQ )hQQ Q$U E 1 Q\A/ég}/R AQRA RENNA ABRE e A'\-?TNYN SRY EaNCaQENSFucalsissrus

NTDB id 1390 A4U84 RS00055 WP 021115958.1 Q SGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNATR.... 156
NTDB id 498 SM12261 RS01980 WP 000282464.1 N GO YV TEV LN QL L E SR AQR A R EN N | 116
NTDB id 526 SMSK321 RS08825 WP 000282440.1 N GOENYVRAEVLUMYEE QLLESRAQRA RENN | 116
NTDB id 158 SP RS09595 WP 000282442.1 N GO YVTEV LMY F QL L E SR AQR A REN N | 116
NTDB id 268 KZH43 RS08520 WP 000282467.1 N GO YVTEV LN QL L E SR AQR A R E N N 116
NTDB id 227 SPD RS09110 WP 000282467.1 N GO YVTEVLNMNEF QL L E SR AQR A REN N | 116
NTDB id 193 SPR RS08685 WP 000282467.1 N GO YVTEV LN QL L E SR AQR A R EN N | 116
NTDB id 583 DLJ51 RS09560 WP 002962590.1 Hi ) G R Y VTE LENARIF QL L E SR AQR A R EN N 116
NTDB id 409 SMU RS08940 WP 002263454.1 ) Gl VT EV LGl QL L E SR AQR A R E N N S 116
NTDB id 325945 EGX96 RS08340 WP 000609374.1 NSS........ N 120
NTDB id 624 LCA RS00040 WP 011373726.1 ENN  GQEAYYVTEV \NFELLESRigusANR (¢ Q........ NEFNSNQS..NGSQQSGFTSPQQTGNAPA 145
NTDB id 113 BSU 40900 NP 391970.1 AN QEE(AR VERARAYQ AES VAFIRAPENGGESGSGGYNEG. . . . .. .. NSGGGQYFGGGQNDNPFGGNQNNQRRNQ 147
NTDB id 112 BSU 36310 NP 391512.2 ANEEMVNVYQRSAURAD TVRFMBPRPREKAADN . . . . o ottt e 113
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 180
NTDB id 498 SM12261 RS01980 WP 000282464.1 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 131
NTDB id 158 SP RS09595 WP 000282442.1 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 131
NTDB id 227 SPD RS09110 WP 000282467.1 131
NTDB id 193 SPR RS08685 WP 000282467.1 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 131
NTDB id 409 SMU RS08940 WP 002263454.1 131
NTDB id 325945 EGX96 RS08340 WP 000609374.1 138
NTDB id 624 LCA RS00040 WP 011373726.1 170
NTDB id 113 BSU 40900 NP 391970.1 172
NTDB id 112 BSU 36310 NP 391512.2 113
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