logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
32592 HAPS RS11115 WP 015940161.1
1381 A4U84 RS02010 WP 021113424.1
1347 HI 0435 AAC22094.1

1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
32592 HAPS RS11115 WP 015940161.1
1381 A4U84 RS02010 WP 021113424.1
1347 HI 0435 AAC22094.1

1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426 .

1408 DSB67 RS13980 WP 010643500.1
32592 HAPS RS11115 WP 015940161.1
1381 A4U84 RS02010 WP 021113424.1
1347 HI 0435 AAC22094.1

1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426 .

1408 DSB67 RS13980 WP 010643500.1
32592 HAPS RS11115 WP 015940161.1
1381 A4U84 RS02010 WP 021113424.1
1347 HI 0435 AAC22094.1

1373 NTHI RS02645 WP 011272046.1

consensus

1

1

1

1

AQTYLTL el ALAss VERAESATANQLEN | DFRYNKEKAAV L VELASPRAVWDYQKVQECLS |

..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI
. .MKNGLKT. .YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI
MKMRHGLTLTPRKLTGLFSLWFSLLLAP. . .FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSI

K éN |.|LT

Q VF VY &N
ELLKToVADDKLYLLDVKDF S TcVESVEVEReez s Tal WryDeee kY L K BYLE\L/j PRAMEK K SHLET
ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDMT E| ISKLKADEKPKPKSVLEKEG
ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDMT E ISKLKADEKPKPKSVLEKEG
DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDMR EVMIKVGKLKANEKAPDKSILDKEG
..................................................... F FAT..........FIEVLA

..................................................... F FAT..........FRVLA
.............................................. MKKYFLKCG FLWCICLPLIVF. . .A. . NEKT
.............................................. MKKMFIRACGMFLYCIHCLPLIVF. . . A. . NJZKT

* 3k ERE T 3 * * %

gl Db o A i e

L QV GRDKEVHG NI LHAPKEBLDLRE
IDIRANQ VIAGIDKR VMG NN I LilAPKBELDLRE
DRl VIAGIHIDKR VMG NN T LMAPKDIBLDLRE
LN K MLNC K NG YYIEWNQER
LM K WL K NG YYIEAQERA
NAZ LATIMK KELWLFKDMG YY MR QSN
DMPREBAKESIALESAHIB TN S DEAAGMNGSHS . . . . .

kkkkkk *x kx ok

-5 et el

ECFFIRES QY-S TIRE QIAEF Q@D VIR
kokk ok kok |okokokokok C L E 1 % % % % *

Rl i I

KQBLEKERIBAEEIRGD

* ok % k %k kokokx  kokkok *

EU 1?%

et sl K

|AESHT g

LIAVIN

INTIKLH KASE
ISTIKLH KASE
:IT KLHFAKASE
BT KLHFAKASE
k  Psksk kokPskskskk |1 Dskskk ks

S[es
SIGN]

Ik 1|

SPAGST FDDRSNI®L IQDE RENQ

Pksksksk |k Dok D skskkkkk k  kkk ok Dskoksk |k

316
316
317
171
171
183
183



(RO ARV ceboLe R o7 SehEgst e, gl AT
T Q I% E | gﬁ WK |.\|7éD ECDD DEEN\l/Q R \'IZ"EI‘

NTDB id 1186 GTF74 RS01320 WP 000788426.1

NTDB id 1175 A1552VC RS12105 WP 000788426.1 IZMAK[ANAQESV:N:NRANAKE G NIHEISNeAAATIE MTGSS.

NTDB id 1408 DSB67 RS13980 WP 010643500.1 Q [N .

NTDB id 32592 HAPS RS11115 WP 015940161.1 PHEQIATEARIVTI BEBILIN LGVRWG FSPNENHpM GLTT. . NNNRAANEY

NTDB id 1381 A4U84 RS02010 WP 021113424.1 PHEQIAIEARIVTI BEBILIN LGVRWG FSPNENHp GLTT. . NNESIAANRY .

NTDB id 1347 HI 0435 AAC22094.1 P EQIAIEARIVTI IASINK NS AR NI TINAR) I

NTDB id 1373 NTHI RS02645 WP 011272046.1 P EQIAIEARIVTI I SIRKINEAATCINANIZTINNA R

consensus koockok DT Dokoskokokox

5 Qs 8 DL ELSAL bt 1 RWNKK BIUE el oLl

TNLQELS S Q3 1Y YNK R51301

NTDB id 1186 GTF74 RS01320 WP 000788426.1

NTDB id 1175 A1552VC RS12105 WP 000788426.1

NTDB id 1408 DSB67 RS13980 WP 010643500.1 Q

NTDB id 32592 HAPS RS11115 WP 015940161.1 S ALQ AN

NTDB id 1381 A4U84 RS02010 WP 021113424.1 S ALQ AN

NTDB id 1347 HI 0435 AAC22094.1

NTDB id 1373 NTHI RS02645 WP 011272046.1

consensus kokok Dok Dok Dok Pokokokok skok Doe DD Dok Dbk Dok DL Pk DU DDk D Dk Dok Dok Dok DL DD DT Pokoskokosksksk sk skokokok Dokok DD Dkl x

Lt D e AL eV L e
QITPAIRLY RNES T AY AN 2 V VI HDL [ A SLI fLCA

NTDB id 1186 GTF74 RS01320 WP 000788426.1

NTDB id 1175 A1552VC RS12105 WP 000788426.1

NTDB id 1408 DSB67 RS13980 WP 010643500.1 Q

NTDB id 32592 HAPS RS11115 WP 015940161.1 TPHISKBN ILLDLEY 'SQNSPREME] 1)

NTDB id 1381 A4U84 RS02010 WP 021113424.1 TPHISK@N ILLDLEN SQNSPRREN NI

NTDB id 1347 HI 0435 AAC22094.1

NTDB id 1373 NTHI RS02645 WP 011272046.1

consensus Polosk Dokskor Poksksk LD sk |oskokoskok * e B B e O B B e I I T B B B B B B e o A B I B B B B

Figoe Bl Ve

RERBRUAIS IXEETLEAI;KQKSE KK

NTDB id 1186 GTF74 RS01320 WP 000788426.1 RERRYIRQOMGICSIHRENAANIKMAUTQ . . ... .......... 571

NTDB id 1175 A1552VC RS12105 WP 000788426.1 REMYIXQMGISSIHRENNAANZKMAUTQ . . . ... ......... 571

NTDB id 1408 DSB67 RS13980 WP 010643500.1 RIS Y IXNMGINSIHRENANNIKMAUTQ . . ... .......... 580

NTDB id 32592 HAPS RS11115 WP 015940161.1 NIKRELVIFVTPM SEKIG AINK Q K - 420

NTDB id 1381 A4U84 RS02010 WP 021113424.1 SIKRELVIFVTP)M SEKIG.HEMAY. . . .. 420

NTDB id 1347 HI 0435 AAC22094.1 BNKRELVIFVTPpI AGETLERLIMOIMSEGKK 445

NTDB id 1373 NTHI RS02645 WP 011272046.1 KRELVIFVTP AGETLERLISAIYS AGKK 445

consensus

* % %

X non conserved
B similar
> 50% conserved

387
387
396
230
230
246
246

466
466
475
309
309
325
325

546
546
555
386
386
405
405



