
logo MKLSLAKYYLMPEQHPLYRGLYYLNQNKGI F I LSG I FLL IMVAFP I
VGNYFLYLNQKQIAEQQQKQLTEFVKQI INEHKQQQLKLLQQRYQLAQ

NTDB id 32590 HAPS RS11105 WP 015940159.1 MKLSLAKYYLMPEHPLYRGLYYLNQNKGFILSGIFLLIVAFPVGNYFYLNQKIEQQQKQLTEVKQIIEHKQQQLKLLQQRYQLAQ 85
NTDB id 1379 A4U84 RS02020 WP 021119496.1 MKLSLAKYYLMPQHPLYRGLYYLNQNKIFILSGIFLLIMAFPIGNYLYLNQQIAQQQKQLTEFKQINEHKQQQLKLLQQRYQLAQ 85
consensus !!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!*!!!*!!! !!!! ! !!!!!!!! !!! !!!!!!!!!!!!!!!!!!

logo DKSELLTKQINQQIQKL I LDKNSVE IDS IQWNMEERKIYLL I SQSTQKI
V
F
LNVIADELNQLTTVKFQE IHLTKKTKQKHYIQLNATLLFQ

NTDB id 32590 HAPS RS11105 WP 015940159.1 DKSELLTKINQQIQLILDKNSVEIDSIQWNMEERKIYLLISQSTQKIFNVIAELNQLTTVKFQEIHLTKKTKQKYIQLNATLLFQ 170
NTDB id 1379 A4U84 RS02020 WP 021119496.1 DKSELLTQINQQIQKILDKNSVEIDSIQWNMEERKIYLLISQSTQKVLNVIADLNQLTTVKFQEIHLTKKTKQKHIQLNATLLFQ 170
consensus !!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo ADTGEP
NTDB id 32590 HAPS RS11105 WP 015940159.1 ADTGEP 176
NTDB id 1379 A4U84 RS02020 WP 021119496.1 ADTGEP 176
consensus !!!!!!

X non conserved

X similar

X ≥ 50% conserved


