
logo MGKFFQFRTTPQLKP IQVGFFWQENTAC IVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQL IQGI SHQHIWRKTL I LPELHSHLK
NTDB id 32588 HAPS RS11095 WP 005712510.1 MGKFFQFRTTPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPELHSHLK 85
NTDB id 1377 A4U84 RS02030 WP 021113429.1 MGKFFQFRTTPQLKPIQVGFFWQENTACIVYFEQEQPHTFYFSSKVEADSFLQQFPFNYQLIQGISHQHIWRKTLILPELHSHLK 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QAEQI IRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAI LDCELYCLLRAVGFLTKI
MTETQI LEHSFHIQD

NTDB id 32588 HAPS RS11095 WP 005712510.1 QAEQIIRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKITETQILEHSFHIQD 170
NTDB id 1377 A4U84 RS02030 WP 021113429.1 QAEQIIRVLKQSLPLALSEVNIDYHITPLAESHLCQLNLYALRKSNSFDPTAILDCELYCLLRAVGFLTKMTETQILEHSFHIQD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo KF IHFQNQRI IVEKQNNSTKP I I EVDGLPQAQHFLPHFYPYL IALGASLWNGKAVS I
NTDB id 32588 HAPS RS11095 WP 005712510.1 KFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHFPHFYPYLIALGASLWNGKVSI 225
NTDB id 1377 A4U84 RS02030 WP 021113429.1 KFIHFQNQRIIVEKQNNSTKPIIEVDGLPQAQHLPHFYPYLIALGASLWNGKASI 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!
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