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NTDB id 32587 NCGM2 RS02345 WP 003095835.1 483
NTDB id 1193 PA5040 NP 253727.1 483
NTDB id 1009 ACIAD RS15175 WP 004923730.1 481
NTDB id 1039 HON27 RS01460 WP 031993779.1 489
NTDB id 1052 ABD1 RS15850 WP 001017033.1 489
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NTDB id 32587 NCGM2 RS02345 WP 003095835.1 .N.IG EDJGMNCGPIA[¢ 561
NTDB id 1193 PA5040 NP 253727.1 L. .N.IG EGMNCGPIASC 561
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRIJP D) S G 555
NTDB id 1039 HON27 RS01460 WP 031993779.1 LLVGGSETTLWNLR PN Geaa 567
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLR K. . .KDETT[§GYK . 567
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NTDB id 32587 NCGM2 RS02345 WP 003095835.1 RN KD PDFDRL 643
NTDB id 1193 PA5040 NP 253727.1 KD PDYQNML 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VEVPYQSTTNSAAGSTATTSFKEALLSLEVTP ITPDGKI MELIDS N.SYIQ 639
NTDB id 1039 HON27 RS01460 WP 031993779.1 PKVMTADKQTAKVATGQ VPYQSTTNSAAGSTATTSFK ALLSLINVTPSJITPDGKI[AMILII KDS FWMEF\A P 651
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PKVMTADKQTAKVATGQ VPYQSTTNSAAGSTATTSFK ALLSLINVTPSITPDGKI[RMINLII KDS INSEF\A 651
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NTDB id 32587 NCGM2 RS02345 WP 003095835.1 AKERRA\IBIEIHE V GGVF TSVKVPFLGDLPY GRLFR DIMYUSDYKNELL F TPRI N QA 714
NTDB id 1193 PA5040 NP 253727.1 I8 LVN GET V GGVFY |qNSIASVIRKVPFLG LPY GRLFR Dpayj DIRAKNELL F TPRI N 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNVLVNNGETVVLGGVFEQTTWN VTKVPFLGDLPYVGRLF K¥AKS KNELLIFVTPRIVNDT NHp 709
NTDB id 1039 HON27 RS01460 WP 031993779.1 TNVLV NGETV LGGVFEQTTEINSINTKVPFI3JGD PlJVGRLFRKDWKSDIJK ELLIFVTPRIVNDT [SiNHE 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNVLV NGETV LGGVFEQTTEINSINTKVPFIGD P VGRLFRKDWKSDIK ELLIFVTPRIVNDT [ESSNHR 721
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