
logo MKLSLRSYDKKR IYKSQEYLASTLGTI
V
E
HYRSLFGSYSLTI

V
D
EDTVFAMVASDEGELYLRACEQSAVAQYCVKHPSPVWLTFYKMKCRGRPSVMTLN

NTDB id 325662 EGX86 RS19500 WP 114848411.1 MKLRSYDKIYKSQEYLASLGTVHYRSLFGSYSLTIEDTVFAMVAEGELYLRACEQSVAYCVKHSPVWLTFMKRGRPVMLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !! *!!!!!!!!!*!!!**!!!!!!!!!!!**!!!!!!! *!!!!!!!!!!! !!!!!*!!!!!* !*!!*! !!

logo YYRVDESLWRDNQLQKQLVLRLSKQYSLDAAI
LKEKRSTRFNSTQRERRLKDNLPNMVSTFHLEANI

LLGHEAVGIKNDEVNRATLR I LGAKMCWLRLREQQSN
NTDB id 325662 EGX86 RS19500 WP 114848411.1 YYRVDESLWRDQQQLVLLSQYSLDAAIKEKRTRFSQRRLKNLPNVTFHLENLLHEAGINDENTLRILGAKMCWLRLRESN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!!! ! !! !! !!!!!!*!!! !! * !!! !!!**!!!! *!*! !! ! !!!!!!!!!!!!!! !

logo

K
SLLVTEVKI LFYAMLEGAI IVG I

VHEAALPAVAVRRQELAEWADQSLTPEKQREQFKAPATAELE
NTDB id 325662 EGX86 RS19500 WP 114848411.1 KLLTVKILYALEGAIVGVHEAALPAVRRQELAEWAQSLTPERQKATA.. 207
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus !*! !!!* !!!!!*!*!!!!!! !!!!!!!!! !!!! * **

X non conserved
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X ≥ 50% conserved


