
logo

MKAYMKM
N
T
N
K
L
Q
AQKGFTL I ELMIV I

VAVIVIGVI LAAVIALIPAQYQDNYTIVKARKASEAQGAVIANGSSEVAGI
F
L
L
S
T
A
E
S
L
N
V
A
I
E
N
S
D
T
P
S
A
G
I
Q
LKSTAGNTYVINQTENETDANYVYILLNSQAAERNTHEGAKTWGKVCSEPVWFAKSTPDEGKSALNGTANSTDGTAASTVGAEGDFGAIVTNTAKSTAAEKPTG

NTDB id 1119 NGFG RS11465 WP 017147169.1 ....MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASP 76
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..TAAG 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..TAAG 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAG..TAAG 78
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSDVGFTAAT 75
NTDB id 325560 EGX83 RS13800 WP 086374638.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTIQTNLQNGKCESD......INTE 69
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGATA..VTAA 73
consensus !!!!!!!!!!!!*!**!*!!!*!*!*!!*!**** * ** * **!* *** * * * * **

logo

D
E
N
P
S
F
K
S
V
T
P
RLGVTATVADE I

V
D
C
K
S
A
M
A
N
G
T
D
K
L
Y
S
V
G
D
I
T
K
D
E
A
I
E
A
V
F
L
V
I
K
APDGSTAEPGSAESTGTVDAKPSGLAPTNGACGADKVTVIKTACLYTLMFALTKDGKMSADNSGVGAVGNSSNPEKNILATKSETGSTSKI

K
L
V
I
E
S
T
V
Q

I
M
L
W
N
T
A
G
V
R
R
T
A
Q
R
S
D
T
E
A
T
D
NGAISVLVLWKTW

K
F
G
K
N
T
A
S
C
D
T
V
G
S
Q
S
T
PVTRADDDTVADAKD

NTDB id 1119 NGFG RS11465 WP 017147169.1 P.....TDIKGKYVKEV......EVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVADAKD 145
NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRLGTVEDMGD.GKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR.DANGLW..TCST............... 135
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRLGTVEDMGD.GKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR.DANGLW..TCST............... 135
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRLGTVEDMGD.GKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR.DANGLW..TCST............... 135
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALKPD.PADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLW..KCTS............... 137
NTDB id 1038 H0N27 RS01510 WP 000993725.1 SS......VCATYSIDAF..T.ETDGAGKITCTLKGN...PKIATKIVELTR.STDGAW..TCVS............... 125
NTDB id 325560 EGX83 RS13800 WP 086374638.1 NT......VAGKYGTAVV..S.GSTSPCAITYTFAKDGVSSKLSEKKIVINV.QENGVLTKGADT............... 124
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 DK......VSGKYGDAEI..G.GTAPNCTITYTFKSSGVSNKLTSTKIVMNV.SETGILTKNSGT............... 128
consensus * * * ** * * ***!* * ** ** * * *!** * *

logo

GKET
D
I
Q
T
V
P
D
T
V
E
T
S
K
Q
E
H
F
L
I
I
A
LPQSKTSGFCRSVTDKAKSGTAPSTDTIAENGKAITSL

NTDB id 1119 NGFG RS11465 WP 017147169.1 GKEIDTKHLPSTCRDKASDAK..... 166
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..TVTSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..TVTSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..TVTSEIAPKGCTAGATIN...... 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..DQDEQFIPKGCSK........... 150
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..DVPTEFLPKGCTAGTPTEGAITSL 149
NTDB id 325560 EGX83 RS13800 WP 086374638.1 ..DVDEELLPKSFTAS.......... 138
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ..DTPVELLPQSFVAS.......... 142
consensus ** ****!*****

X non conserved

X similar

X ≥ 50% conserved


