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NTDB id 325188 EGX68 RS06970 WP 040030023.1 ....MDNPTLFNNSMIKGTVDAILFQNKDNFYTVLKVDTIESNEEFD.SMPTVVGFFPEIAEGDVYTFKGQVVSHPKYGK 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 QLKAETFEKELPQTKEAIISYLSSDLFKGIGKKTAQNIVNTLGENAISDILNDSSILEKVPSLPKKKQKQIAEQIASNQE 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 TEQIIIRLHDLGFGPKLAMAIYQVYLGDTLNIVENKPYQLVYDVKGIGFNKADTLARNVGIQYNDDERLKAGLLYVLEEE 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 CIKQGHTYLPTQTVLEMTQEMLSQPPNEVIE..HQQLENMIQVLVEDTKLVKQESEIAIPSLYYSELKSVQNLYRNYTYT 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 NKLKEIEQSELQLEIGEIEQRNQVTYANSQRDALQTAINTKIMLLTGGPGTGKTTVIKGIVELYAEIHGLSLDYDDYQN. 392
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 DDYPVVLAAPTGRASKRLAESTGLEAMTIHRLIGWNQDTQPEDILDNEISAKLIIIDEMSMVDTWLFHQFLSAVPIDAQV 472
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 ILVGDEDQLPSVGPGQVFKDLIDSKVIPRVNLTEVYRQQDGSSIIELAHRMKLGE.PIDITQRFHDRNFINCSTDQIPSV 551
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 VEKVVSSAVNKGYDMSDIQVLAPMYKGSAGIKKLNAVLQTILNPKEKETREVEFGDVVFRKGDKVLQLVNRPSDNIFNGD 631
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 IGVVVGIFWAKENALNKDVIVVDFDGNEITFVRQDLLELTHAYCTSIHKSQGSEFPIVIMPMVKQYFRMLQKPILYTGLT 711
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 325188 EGX68 RS06970 WP 040030023.1 RAKQSLVFLGDPQAFEIGLNTNGQV.RMTQLCTFLKTYFNNDDRNDEDEVDDTFDSTTVLTEENIYKINPMINMGDISPY 790
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQ........VEEMDAELEA..LQKELPFSVHDANIGMEGITPF 790
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NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
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