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325187 EGX68 RS06840 WP QSOGQOé

36 MW RS08230 WP 001793467.1
20 SA RS08005 WP 001802022.1
consensus

1

e

87.1

Ll oy

X non conserved
B similar
>50% conserved

GAPAPKGPAKPVLPAVKK
GAPAPKGPAKPVLPAVKK
GAPAPKGPAKPVLPAVKK
GAPAPKGPAKPVLPAVKK

103
103
113
112
553
105
105
231
235
205
136
136

128
218
216
216
216
216
216
216
131
131
131
131

228
228



