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NTDB id 325165 EGX58 RS09920 WP 103288200.1 ....MSNPTLFDYSMVKGTVDTILFQNKDNFYTVLKVDYIETNESFDN.LPTVVGFFPNIVEGDVYTFKGQIVQHPRYGK 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 QLKAETFEKELPQTKDAIISYLSSDLFKGIGKKTAQNIVNTLGENAINDILTDPSVLENVPSLAKTKQKQIVEQISANQE 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 SEKIMIRLHDLGFGPKLSMAIYQFYQSETLKVLENNPYQLVYDVKGIGFQKADTLARNNGIAYNDSERLKAGLLYTLEEE 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 CIKQGHTYLDENAVLEITEDMLSDKHL.DETIEQQQLKHVLQTLFEEKKIILENSHVAIPSLYYSELKSVQNLYRINTYK 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 NHFKIIEQSDLQIHIGELEDQNNVNYAKSQQEALETAMNSKIMLLTGGPGTGKTTVIKGIVELYAEIHGLSLKYSDYQE. 393
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus * * !* ***!!!!* !*!!*!! !!* !* !***!!!!!!!!!!!!!!*!!!!!!*!*!!*!! *! ! *

logo

D
E
A
D
F
YP IVLAAPTGRAASKRLMQSESTGLEPAMVTIHRL ILGWNGQADETGQFPETDHI

T
E
L
D
E
N
Q
E
P I EKAGKL IL I IDEAMSML

VDI
SWLAFHNHQFLFLKSAI

VPDLDHAIQI
NTDB id 325165 EGX58 RS09920 WP 103288200.1 DDYPIVLAAPTGRASKRLQESTGLEAMTIHRLIGWNQDTQPEDILENEIKAKLIIIDEMSMVDSWLFHQFLSAVPLDAQI 473
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 ILVGDEDQLPSVGPGQVFKDLIESKAFPRVNLTEVYRQQDGSSIIDLAHRMKHHE.SIDITKRYHDRSFIHCNVEQIPTV 552
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!! *!!* ! ! ! !!**!!! *!!!!**!!! !!** ** *! * *!!!!!*! !!* !



logo VEKVVASNSALVKNKGYDTAMKSDIQVLAPMYKRGKSAGIKNERLNQVMVLQDNI LNPKPEKEKDKRTRE I
L
E
KFGDI

V
K
V
F
YRKTGDKI

VLQLVNQRPENDNNI
VFNGD

NTDB id 325165 EGX58 RS09920 WP 103288200.1 VEKVVSSAVNKGYDMSDIQVLAPMYKGSAGIKRLNQVLQNILNPKEKDTREIEFGDIKFRKGDKVLQLVNRPNDNIFNGD 632
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 IGVIVGIFWAKENALNKDVLIVDFEGNEITFTRQDLLELTHAYCTSIHKSQGSEFPIVIMPIVKQYFRMLQRPILYTGLT 712
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 RAKQSLVLLGDPKAFDIALNTQGQE.RHTQLKTLIINYFGMSQVNIDVEKNDEQINIDDNNAVEHITLSEETIYQINPMI 791
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNR....L.....SVQVEEMDAELE.........ALQKELPFSVHDANI 782
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NTDB id 325165 EGX58 RS09920 WP 103288200.1 NMGNVSPYDFVEH... 804
NTDB id 355 BSU 27480 NP 390625.1 GMEGITPFDFMKEEQQ 798
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