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NTDB id 325150 EGX58 RS05735 WP 002488207.1 MKVLIVEDDVVIAESLGNELSHWNYEVSIAKQFGNILEEFKTAEPELVLLDINLPTFNGYHWCQEIRKVSNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!*!!!!!! !!!!!!* !! *!!! ! * !! !! ! * ! !!!!!!!!!! !!*!!!!!!!! !!!!!!!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFNLSLTIAKIQALLRRTYDLSTVASNDNESLMTVKGCKTL IVLVDEAKTLVVYYNQENDQNS IVQLSFLTELQI LKN

NTDB id 325150 EGX58 RS05735 WP 002488207.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLTVSNNEMTVKGCKLVVDEATLYYNNDSVQLSFTELQILN 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! ! *!!!!! !**!!! * !* *!!! !!!!!!
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V
N
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NTDB id 325150 EGX58 RS05735 WP 002488207.1 KLFQNEGKYVNRTAIIEKCWESENFIDDNTLAVNMTRLRKKLQSIGIVDFIETKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!* !!! !!!!!!!!!
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