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MKQUIGYLRQSTRKQQSLAAQKQEIEA AJRKHEITIQEIINFYSDKQSGRIWDIYREIGYIQ T LIQQGQCD LCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN

WAL L O VD RIRAL AL XD WL T ok

LKNALKLMKLCQMYHVHILSVHDGYFDMDWNAFDRIFKLNIFISLAELESDNIGEQV NG [MEKAKQG JMITTHAPFGYJAYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH

e S T

NGEIFPAI [Ny PTVKAVENYY JMGBIGYKKIAQIMLEIAD g§ INRNPYQVRNII NPNYCGRVIYNQYGQ NMFP IVST I
NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI

VeEQTRTOARRe: LG K P T TR LYYV SR e s

YE AQBJRR QK[8] K[jys)S NQLKQKIKCPEC TLTNMT RKKIWHTLRYYVCPJUNMNASRFVC FKGINAQELEMYV LN
YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT,

YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT
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CRDF QNQI Y KIPCINISR KRQR IERS BITLYNNEQLIEKLAQGMIDAETFREQTQSLRQQUJNN SINE:QI[N piQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQGKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ

TP T

NIIQRFTLNLYPYI pyIBIT K KNLIMGIYFKNEPLNIVIQTM [§SIE 449
NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449

X non conserved
B similar
> 50% conserved
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