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JATGVRPITNVVMMGMGEPLLNLNNV PAMEIMLDDF GLSKRRVTLSTSGVVPALDKIN¢ WIDVA
GQVWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLST GVVPALDHMREJJIDVA
GQVWRASKIIGNFGVTG RPITNVVMMGMGEPLLN NNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMRE[IDVA

N T A

L
LAISLHAPNDpy RDEI PINKKYNI|2§yg SVj€Y B)SSNANNG VTIEYVMLDHVNDGTEHAH LAE LK TPCKINLI
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PWNPFPEAPYG SSNSRIDRFHKNWLMEYGFTWIVRKTRGDDIDAACGQLAGDVIDRTKRT HKRNGE IMVIE:NY 388
PWNPFPEAPYGKSSNSR DRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRT EKRKFGKGIAVQNH 393
PWNPFPEAPY KSSN RIDRFQKTLMEYGFTVENWRKTRGDDIDAACGQLAGDVIDRTKRTIJEKRKFGEGIAVQN(W] 386

X non conserved
B similar
> 50% conserved

73

71

153
158
151

233
238
231

313
318
311



