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NTDB id 32484 PSTAA RS03375 WP 011911932.1 ........MKRQPISTGSEWTFDLIRQYDREIGRIAERYALDTYPNQIEVITAEQMMDAYASVGMPLGYHHWSYGKQFLH 72
NTDB id 1450 BW25113 RS06185 WP 000190854.1 MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
consensus ******** **! !**!!!!!* ! !! !*! ! !!!!!*!!!!!! !!!!!!! !!!!!* ! !!!*!! !**

logo TEKRHLYKHRGQMQGLAYE IV INSDNPC IAYLMEENTI
M
C
TMQALVI

MAHACSYGHNSFFKGNNYLFRSTWTDASS I IVDYL IVFAKRKQYIMTEQC
NTDB id 32484 PSTAA RS03375 WP 011911932.1 TEKHYKRGQMGLAYEIVINSDPCIAYLMEENTMCMQALVIAHASYGHNSFFKGNYLFRTWTDASSIIDYLVFAKQYIMQC 152
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC 160
consensus !!**!!*!! !!!!!!!!!! !!!!!!!!!!!**!!!!!*!!!*!!!!!!!! !!!!!*!!!!!!!*!!!*!!* !! !

logo EERHYGI
VDAEVEDRLLDSCHALMNYGVDRYKRPQYKP I SALEQEEKRARRQKDSREEHYLQRSQI

VNDMLWRTI
LPKGRAEDEEKGKDGTQVAEGANQRRFYPASEP

NTDB id 32484 PSTAA RS03375 WP 011911932.1 EERHGIDAVEDLLDSCHALMNYGVDRYKRPYPISAEEERRRQKDREEHLQRQINDLWRTIPKGADKGDGQAGNQRFPAEP 232
NTDB id 1450 BW25113 RS06185 WP 000190854.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEK.TVAEARRYPSEP 239
consensus !!!*!*! !! !!!!!!!!!!!!!!!!!!! *!! !!* !!! !!!*!! !*! !!!!*!! * * ! !*! !!

logo QENI
LLYF IMEKHNAPLLEPSWQRE I

V
L
VR IVRKI

V
A
SQYFYPQKRQTQVMNEGWATFWHYTI

LLNDHLYDEGKLVTDEGRFML
MEFLHQSHTNSVI

V

NTDB id 32484 PSTAA RS03375 WP 011911932.1 QENILYFIEKHAPLLEPWQREVVRIVRKIAQYFYPQRQTQVMNEGWATFWHYTLLNDLYDEGLVTDGFMMEFLQSHTSVI 312
NTDB id 1450 BW25113 RS06185 WP 000190854.1 QENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVV 319
consensus !!!*!!!*!!*!!!!!*!!!!**!!!!!* !!!!!!*!!!!!!!!!!!!!!!!*!!*!!!!! !!* !!*!!!*!!! !*
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YYSGINPYATLGFAMF
YQDIKRR ICEQNSPTEEDKRYWFPDIAGSDWLETTLVHKFAMNRDNFKDESF I LSQFLSPKVI

MRDFLKRFL
NTDB id 32484 PSTAA RS03375 WP 011911932.1 YQPGFDSPYYSGINPYTLGFAMYQDIRRICENPTEEDKRWFPDIAGSDWLTTVKFAMNNFKDESFILQFLSPKVIRDLKL 392
NTDB id 1450 BW25113 RS06185 WP 000190854.1 FQPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRF 399
consensus *!!** !!*!!!!!!! !!!!!*!!!*!!! !!!!!! !!!!!!!!!!! !**!!! !!!!!!! !!!!!!!*!! *

logo FSTI
VLDDDRHKDNEYLEL IVPSAIHDNEESGYHRETIRENLRLASASQYNLGSNLREPNI

VQI
VWNVDLRRGDRSLTLRHYI

M
P
QHDNRAKPLDGARGSRTDKEVLKHLVH

NTDB id 32484 PSTAA RS03375 WP 011911932.1 FSILDDDRKDELLVPAIHDESGYHTIRELLAAQYNLGNREPNVQVWNVDRRGDRSLTLRHMQHDRKPLGASTDEVLKHLH 472
NTDB id 1450 BW25113 RS06185 WP 000190854.1 FTVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVH 479
consensus !**!!!!!* ! **!!! ! !!* !! ! !!!! ! !!!*!*!!!! !!!!!!!!!***! ! !! !!!!!*!

logo RLWGFDVHMLEQQSMQNQDEDGKLS IVENLLTEHHRCMPPRAMGSNELAETDSRFPGMNFA
NTDB id 32484 PSTAA RS03375 WP 011911932.1 RLWGFDVHLQSMQDDKLVN.THHMPPRASNEAETDSRFPGMNFA 515
NTDB id 1450 BW25113 RS06185 WP 000190854.1 RLWGFDVMLEQQNEDGSIELLERCPPRMGNL............. 510
consensus !!!!!!!*! **! * * ***!!! ! *************
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X ≥ 50% conserved


