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NTDB id 324667 EFP18 RS16985 WP 015877038.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENDDEWIASPLRVAADGSLIAQTPPSSAPEPMQ 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! * !!* ** !**!!!!* ! **! ! !
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PPPVAGAGDNAGAPADGHAEDRSTAEERADDSGYESGNGDSDFYDSDYSYGSDGTDEARSDQWNSLDDFYAGRKTPSGQASSDDEDDLRAPPLMQLVHREATESPTSTLQRDEFHLMSAEQLARPVLTKQAL

NTDB id 324667 EFP18 RS16985 WP 015877038.1 GAPVGGDAPAGERSERDDGSGGDDYDSYSGSDGDASQWNLDDYGRTSGASDDDDLPPLQVHETSTSLRDHLSAQLRVTQA 160
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYG..TERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPLKL 157
consensus *!*** ** * * ! !*!! !** * ! ! !!!**! * *!*!! *!*!**! ** !**! !! *
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VGARSAASECLRTLQLLQRLDPSPATKR
NTDB id 324667 EFP18 RS16985 WP 015877038.1 SPRDRALITFLIESLDDDGYLGATLDEVRADLPEELEVELDELAAALALLHSFDPAGVGARSASECLRLQLLRLDPSPTR 240
NTDB id 1425 RS RS02020 WP 011000369.1 SPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAK 236
consensus !!!!**!* !!!!!!!!*!!! **!!!* !!!! !!!!!!!!! !!! *!*!!!!!!*!!!!! !!! !!! !!!*!! *
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V
M
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NTDB id 324667 EFP18 RS16985 WP 015877038.1 TLALDIVSQHLELLAARDFTRLRKQLKASDDELRDAHALIRSLEPFPGAAYGKAEADYVVPDIMVKKSGQNWLAELNPEV 320
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus *!!! !! !!!!!!!!!!*!!!*! ! ! !!* !! !!!!! !!!!*!*!*!!!!*!!!!**!*!** !*! !!!*!

logo

M
VPKRLR INDHLMYANQI LRNSSRGDEPSGAAGNSLKQQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADT

NTDB id 324667 EFP18 RS16985 WP 015877038.1 VPKLRINHLYANILRNSRGDPGAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADT 400
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus *!*!!!!**!!*!!! !!!**!!* ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !! !!!!!!!!!!!!!!!!!

logo LGLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPKNTPLSDSR IAELLAGEQGFVV

NTDB id 324667 EFP18 RS16985 WP 015877038.1 LGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKTPLSDSRIAELLAEQGFVV 480
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!

logo ARRTVAKYREALKIPAVNLRKSL
NTDB id 324667 EFP18 RS16985 WP 015877038.1 ARRTVAKYREALKIPAVNLRKSL 503
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!!
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