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NTDB id 32465 BCAH820 RS21245 WP 001013197.1 MNGIESFANMILKEACRVQASDLHIVPRQKDVVVQLRIGKDLMTKYCIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLY 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! ** !!* !!!*!!!!! *! *** !* * !* ! ** !! * *!*!!!!!! !!!!!!!!!!!!!!
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PQAYNS IPQPS ILDSHKLSLFPKSTAGAKI
TLLSFLKRHYSHGLML IVFTGPTGSGKTTTLMYASLLVEQVY

NTDB id 32465 BCAH820 RS21245 WP 001013197.1 LQMDGQEVYLRLSTLPTVYQESLVIRLHLQASIQPLSHLSLFPSTAKILLSFLRYSHGLLVFTGPTGSGKTTTMYALLEV 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * !*!!*!!!!!* !!!!!!***! !*** *!!!!! !* !!!!!**!!!*!*!!!!!!!!!!!!*! !*
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NTDB id 32465 BCAH820 RS21245 WP 001013197.1 IRKKKTRRIVTLEDPVEKRNDDVLQIQINEKAGITYEAGLKAILRHDPDVILVGEIRDEETAKIAIRASLTGHLVMTTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus *!* ! !!!!!!!!! ! *!!!!*!*!!!!!*!! !!!!!!!!!!!!*!**!!!!! !!! !!*!! *!!!!!*!*!!

logo TNRDAKRGAI LYRFLLMDEFGINTMRNQE I EQSTLVI
LA IAAQRLVDELAKCPFCEKNRGKCSSTVLYCKRQSMSRNQTVRQRAS IVYELLYGKYENLKQQAC IKQEAKNGEN

NTDB id 32465 BCAH820 RS21245 WP 001013197.1 TNDARGAILRFMDFGITRQEIEQSLLAIAAQRLVELKCPFCKRKCST.LCKSMRQVRQASIYELLYGYELKQAIKEANGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus ! !!*!!! ! **!!! *!!!!***!!!!!!!!*! !!!! !!** !* !* ! !!*!!!!!! ! !*! !! !
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YALGFYLETETDNNVYDVRWVYHEKD
NTDB id 32465 BCAH820 RS21245 WP 001013197.1 CVTYKHETLQSSIRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ! * !! !!!! !!!*! ! ********
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