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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 MIENWPKKPEGSQWTDDQWKAVVANGRDILVAAAAGSGKTAVLVERIIKKIINEENPVDVDRLLVVTFTNAAAQEMKNRI 80
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 GEALEKVLIDEPGSQHVRKQLSLLNKASISTIHSFCLQVIRGYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIE 160
NTDB id 119 BSU 10630 NP 388944.2 AEALEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG 157
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 DNTIFFELVDRYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVKFQLETAEQH 239
NTDB id 119 BSU 10630 NP 388944.2 .EKAFFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEK 236
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 IRKATELAMLPDGPAPRIETLQADLALFGTLSAAARESWTSVYEAMQNVSWQTLKRIKKSDYNEDIVKQVDSLRNKAKDE 319
NTDB id 119 BSU 10630 NP 388944.2 LLRALELTKAPGGPAPRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKL 315
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 VKKLQEELFSRRPESFLRDFQDMHPVLEKLVQLVKVFTERFQAMKRDKGMVDFTDLEHFCLQILSEQSEDGEMKPSAVAL 399
NTDB id 119 BSU 10630 NP 388944.2 LEKLKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAAR 395
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 QYRNKFAEVLVDEYQDTNFVQESIIKFVTKDSESEGNLFMVGDVKQSIYRFRLAEPGLFLGKYKRFTQEGLGGGMKIDLA 479
NTDB id 119 BSU 10630 NP 388944.2 FYQEQFHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLN 475
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 KNFRSRHEVLAGTNFIFKQIMGEEVGEIDYDADAELKLGASYPEGEDVAAELLCIQQTEEVIDGEEGAEVEKAQLEARLM 559
NTDB id 119 BSU 10630 NP 388944.2 KNFRSRADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKAI 555
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 AQRIKAMVDSGYEVYDRKTDSMRPVQYRDFVILLRSMPWAPQIMEELKLQGIPVYADLATGYFEATEVNIMMNVFRVIDN 639
NTDB id 119 BSU 10630 NP 388944.2 AKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDN 635
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 PMQDIPLAAVLRSPIVGLNDEELATLRAHGKKGSFYEVMSSFLKGAPLEEEKELHDKLEWFYNLLQGWREFARQQSLSDL 719
NTDB id 119 BSU 10630 NP 388944.2 PYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGD..RSDELYQKLNTFYGHLQKWRAFSKNHSVSEL 713
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 IWKVYGETGYYDFVGGLPAGKQRQANLRVLYDRARQYEATSFRGLFRFLRFIERILERGDDMGTARALGEQEDVVRIMTI 799
NTDB id 119 BSU 10630 NP 388944.2 IWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTI 793
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 HKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRIKYTTLSQLAIKRKMKMELIAEEMRVLYVALTR 879
NTDB id 119 BSU 10630 NP 388944.2 HSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALTR 873
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 AKEKLILIGTVKDATKEMEKWLDAREHSEWLLPDHVRAGASCYLDWIAPSLYRHRDSEMLLELGQGSIPDEIYGYDTSWK 959
NTDB id 119 BSU 10630 NP 388944.2 AKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVP...AHADISGHPARFA 950
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 VEVVDGNTLLAPE..PVQEEKQELLEALREKKAVPLESERKEEVYDRLMWKYRYGEATSHRAKQSVTEIKRNYQSEEG.. 1035
NTDB id 119 BSU 10630 NP 388944.2 VQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYS 1030
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 SDNAFIKKLRAPIRTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITVEVLQEQIAGMVNKELLTFEQAEEIAVEKVIS 1115
NTDB id 119 BSU 10630 NP 388944.2 GRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIVQ 1110
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 FFDSDLGKRVLAAKSVEREVPFTMMLAAEEAYQDWQGKSGESILVQGVIDCMIEEEDGITLIDFKTDTIEGKFPGGFEQA 1195
NTDB id 119 BSU 10630 NP 388944.2 FFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAH.EADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEGA 1189
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NTDB id 32446 BCAH820 RS06120 WP 000572289.1 KPILEERYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNHVIKVEE 1240
NTDB id 119 BSU 10630 NP 388944.2 APILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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