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NTDB id 324100 ECB94 RS06425 WP 124940248.1 ................................................MFKLYRKQKFKRLQNTLMMAFLVLSITPLTVI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!!!!!!!!!!! !!! !!! !!!*

logo ALFFLHNASHSKQDLEKDQQSTSHYLVS IVRDNTKKQQQLVIDNYFMMQAKQESEVMGFVRSELAYASGGRFYGLVNAFQRLDGDVDS I EAQAREHAQ
NTDB id 324100 ECB94 RS06425 WP 124940248.1 ALFFLNAHSQDLKDQSTSHLVSIRDTKKQQLINYFQAQESEVMGFVRSELAYASGGRFYGLVNAFQRLGDDIEQAREHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!* !! !! !!!!*!!!*!! ! !!*! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 ERYIQGSGNQVKTAILPDSSSYVGSERYRLLHKRYHRAFMEHLKRSDFDDIILVDLAGNVTYSVYKNRYYGTNLETGEFS 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!! !!! !*!! *!! !!!!!!!!!!!!!!!!!! !**!*!!!!!!!!!*!!!* !!! !!*!! *!!!! !! *
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 TQILGETFDRLKSEVTHKRKENEEYTPVVISDFALQDDQQYAWLGAPIIQQGYLHSYAMFRLPIKGITKLITDGKPD.DI 271
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !!*!! !! ! * !! !!**!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!! *!!!!! *! * * *
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 KLLLVGSDHAAKILGLEQDTIDNSNEVISQALSGLTMVGSYTNAKGEDYFAAFTPIQLNETNWALVAETPEAIAFASVKQ 351
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus *!!! !! * ! ** ! !* !!!! !!*!!! !! !!* !!*! *!!!! ! !! !!! !*!

logo LEKLFVFIAMLTAIVLVVIASHYLSNF ITSPLLKLTWAAERAVSAGGDLDEEPAS IMINSATDERKDE IGRLALVSFERMQRRS IKREKI ESL I
NTDB id 324100 ECB94 RS06425 WP 124940248.1 LEKLFVIAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERASGGDLEPSIISADRKDEIGRLALSFERMRRSIKEKIELI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!** *! *!!!!!!!!!*!!!!! !!!*!!! !!

logo KSQNKQELEQSNLLVI
TIKRKQNDEELQLANKLKDEFLATTSHELRTPLHGMIG IAEALMI SGANGP IGSAANHKYQLDI I IVNSSGQRLA

NTDB id 324100 ECB94 RS06425 WP 124940248.1 KSQNQELEQNLVTIKKQNEELQLANKLKDEFLATTSHELRTPLHGMIGIAEAMISGANGPIGANHKYQLDIIVNSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !!* !*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! !!!!!!!!* !!!!!!
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 GLVDDLLDYHKMRYGNLDIERSAISLTGATQLVLELSHHLLGEKKIRIINQVLEPLPYVSADPQRLEQVLYNLVGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! !!! !*!* !* !! !!!!!!!!!!! ! *!!!!!! !****!!!!!!!!!!!!!!!*!!!!!!
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VRVQVVDTGQGIPAEQQLEHI FEPL IVQAGHDASGSHRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPHMV

NTDB id 324100 ECB94 RS06425 WP 124940248.1 TNEGKIVLSATAMDDHIRVQVVDTGQGIPAQQLEHIFEPLVQAGHDSGHYRQGAGLGLSISRQLIELMGGSLYVSSQPHV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus ! !!!!!*!!! *!!**!!!!!!!!!!!!! !!!!!!!!!*!!!!! *!!!!!!!!!!!!!!!!!!!*!*!!!!!!!*!
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 GTTFSFTLPLATQEEIEHISQLGQNSHFHIAEPTEINPEEEEVLPENPDGPVLLVADDEPVNLRILESFLRLEGYQVKLA 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!* !!! * * ! *!!* *!* * **! !!!!**!!*!!!!!!!!!!!!*!*!!!!!!!! !* !
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LREQQTYDHAAELP I IMLTALNQSDEDRVRGFEALGANDYLASKPFNSKPQEL
NTDB id 324100 ECB94 RS06425 WP 124940248.1 KDGLETLDIIEHEKPDLLLLDIMMPGMSGFEVCETIREQYDHAALPIIMLTALNQSEDRVRGFELGANDYLAKPFSKPEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !!* !* ! *!!!*!*!!!!!!!!!!!* !!! *! !!!! !!!!!!!!!!!!*!!!!!!! !!!!!! !!! !*!!
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 AARIAAHLQASKAEERRAENQLLKYEIKQRALVEASLLETQGRLIEQLDSAPEAILCIREDLKVQFANQSAGRMFKRSVE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!! !!!!! !! !! ! !*!*!!*!!!!!!!!!!!!*!!!*!!!!!!!!**! !! !!! !*!*!*!**!
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NTDB id 324100 ECB94 RS06425 WP 124940248.1 QLKRSNVEELIAPKFIHLSQEHYCGDIDIFVDDVRQHINTDILTLPEGSGLKSIYIFEQGQSLDQTRVKNLETAIDALSR 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!!! !!!!!!!!*** !!!!!! !!**!!!!!!!* !*! !! !!!! *!!! ! !* !**!!!!!**!!!

logo YAFI EGDKADKLLQEKLKELGGEFTQRLADKASVDGEEYKQSKRPQDELMRAELVLVDEATMTNSALENYWERSVSTGQSKFATFAEQSGLWRVYLDRSTL
NTDB id 324100 ECB94 RS06425 WP 124940248.1 YAIEGDKAKLLELKELGGEFTQLADKAVDEEKSRPELMRELLVDTMTNALEYWESVTGQSKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !! !!!! !! !!!!!!!!! !!!!! ! !***!!! *!!* !! !! !!! !*!!!!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSSLVDEYI LDEHCHKERAQGPERDTHI EIAML

QRDKLQKLLTNSE
NTDB id 324100 ECB94 RS06425 WP 124940248.1 QTRTLDKYLRVETLPKTPRWRTVLSSVEYILDHCHRQGPERDHIIALRDKLQKLLTN. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!! !**!!!*!!* !!!! !! !!!!!!!!! *
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X ≥ 50% conserved


