
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKRKPSANSRLSAVSQPFLYGSFLMQKRTSGLGTLQQGEMI LSMRGT
NTDB id 324029 EEB07 RS02090 WP 123117336.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGARKSASRLSAVSQPFLYGSFLMQRTSGLGTLQQGEMILSMRT 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo I REDLFLTAYAAFYI
V
A
SELTVDKRGTEEKKPNPYLFEFL I LESFLKQRLNDEGTDPDVITF IVQMKMLGVMGLYPELNHCVHCKSGQDEG

NTDB id 324029 EEB07 RS02090 WP 123117336.1 IREDLFLTAYAAFISELTDKGTEEKKPNPYLFELILESFKRLNDGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSGEG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!** !! !*!!!!!!!!!!!!! !!!! ! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo TFHFSVRDNGF ICHRCFEKDPYR I
VP IKSPQTARLLRLFYYFDI

L
G
SRLGNVSLKEQETKANE I

LKQRVIDLYYEEYSGLYLKSKRFL
NTDB id 324029 EEB07 RS02090 WP 123117336.1 TFHFSVRDNGFICHRCFEKDPYRVPISPQTARLLRLFYYFDIGRLGNVSLKQETKNEIKRVIDLYYEEYSGLYLKSKRFL 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!* !!!!!!!! !!! !*! !!!!!!!!!!!!!!!!!!!!

logo DQMESMKHNLLMDGENKS
NTDB id 324029 EEB07 RS02090 WP 123117336.1 DQMESMKNLLDENKS 255
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS 255
consensus !!!!!!!*!* !!!!
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