
logo MHVSELQTLHI SKLLELAEEHGI ENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLE I LPDGFGFLRSADTSYLAG
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAG 75
NTDB id 1097 KZH42 RS03865 WP 002219650.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAG 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PDDIYVSPTQIRRFNLHTGDTI EGSVRVPKDNERYFALVRLDTINGDHPEVCRHKI LFENLTPLFPTEQLKLERD
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 PDDIYVSPTQIRRFNLHTGDTIEGSVRVPKDNERYFALVRLDTINGDHPEVCRHKILFENLTPLFPTEQLKLERD 150
NTDB id 1097 KZH42 RS03865 WP 002219650.1 PDDIYVSPTQIRRFNLHTGDTIEGSVRVPKDNERYFALVRLDTINGDHPEVCRHKILFENLTPLFPTEQLKLERD 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKSEENLTGRAIDL I SP IGKGQRALLVAPPKSGKTVMLQNIAHAVTASNYPEVEL IVLL IDERPEEVTEMSRSVRG
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 LKSEENLTGRAIDLISPIGKGQRALLVAPPKSGKTVMLQNIAHAVTSNYPEVELIVLLIDERPEEVTEMSRSVRG 225
NTDB id 1097 KZH42 RS03865 WP 002219650.1 LKSEENLTGRAIDLISPIGKGQRALLVAPPKSGKTVMLQNIAHAVTANYPEVELIVLLIDERPEEVTEMSRSVRG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVVSSTFDEPAQRHVQVAEMVLEKAKRMVEHKKDVVI LLDS ITRLARAYNTVVPTSGKI LTGGVDANALHRPKRF
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 EVVSSTFDEPAQRHVQVAEMVLEKAKRMVEHKKDVVILLDSITRLARAYNTVVPTSGKILTGGVDANALHRPKRF 300
NTDB id 1097 KZH42 RS03865 WP 002219650.1 EVVSSTFDEPAQRHVQVAEMVLEKAKRMVEHKKDVVILLDSITRLARAYNTVVPTSGKILTGGVDANALHRPKRF 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGAARNVEEGGSLTI IATALVETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPND
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 FGAARNVEEGGSLTIIATALVETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPND 375
NTDB id 1097 KZH42 RS03865 WP 002219650.1 FGAARNVEEGGSLTIIATALVETGSRMDDVIYEEFKGTGNMELHLDRRMAEKRLFPAININKSGTRREELLVPND 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QLQRMWLLRKFLHPMDE I EAAEFL IGKIKASKNNDDFFELMRGK
NTDB id 32389 NMBM01240355 RS03390 WP 002227547.1 QLQRMWLLRKFLHPMDEIEAAEFLIGKIKASKNNDDFFELMRGK 419
NTDB id 1097 KZH42 RS03865 WP 002219650.1 QLQRMWLLRKFLHPMDEIEAAEFLIGKIKASKNNDDFFELMRGK 419
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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