
logo MKQSAR IKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLL I
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 MKQSARIKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLLI 75
NTDB id 1107 VT05 RS06875 WP 003693549.1 MKQSARIKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLLI 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YVGTTALYLPVGWLYGAPSYQIVGS I LESNPAEAREFVGNLPGSLYFVQALFF I FGLTVWKYCVSGVGGVFADVKN
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 YVGTTALYLPVGWLYGAPSYQIVGSILESNPAEAREFVGNLPGSLYFVQALFFIFGLTVWKYCVSGGGVFADVKN 150
NTDB id 1107 VT05 RS06875 WP 003693549.1 YVGTTALYLPVGWLYGAPSYQIVGSILESNPAEAREFVGNLPGSLYFVQALFFIFGLTVWKYCVSV.GVFADVKN 149
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!

logo YKRRSKIWLTI LLTL I LSCAVMDEKIAGSDKDLWREPDAGLLLNI FDLYYDLASAPAQYAAKRAHI LEAAKKASTWHI
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 YKRRSKIWLTILLTLILSCAVMDKIASDKDLREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHI 225
NTDB id 1107 VT05 RS06875 WP 003693549.1 YKRRSKIWLTILLTLILSCAVMEKIAGDKDWREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHI 224
consensus !!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RHVAPKYKNYVVVIGESARSDYMNVYGFPLPDTPFLSQRTKGLL INGYQSTAHATNLSLPQTLGLPGEPNNNIVSL
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 RHVAPKYKNYVVVIGESARSDYMNVYGFPLPDTPFLSQTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSL 300
NTDB id 1107 VT05 RS06875 WP 003693549.1 RHVAPKYKNYVVVIGESARSDYMNVYGFPLPDTPFLSRTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSL 299
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AKQAGFRTAWLSNQGMLGHFANE I STYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVL ITGNAGTKPRL IVMH
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 AKQAGFRTAWLSNQGMLGHFANEISTYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVLIGNAGTKPRLIVMH 375
NTDB id 1107 VT05 RS06875 WP 003693549.1 AKQAGFRTAWLSNQGMLGHFANEISTYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVLTGNAGTKPRLIVMH 374
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!

logo LMGSHSDFCTRLDKDARRFQYQTEKI SCYVSTIAQTDKFLEDTVKI LNENKESWSLVYFSDHGLMHVGKGGERTL
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 LMGSHSDFCTRLDKDARRFQYQTEKISCYVSTIAQTDKFLEDTVKILNENKESWSLVYFSDHGLMHVGKGGERTL 450
NTDB id 1107 VT05 RS06875 WP 003693549.1 LMGSHSDFCTRLDKDARRFQYQTEKISCYVSTIAQTDKFLEDTVKILNENKESWSLVYFSDHGLMHVGKGGERTL 449
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo THGAEWKRQSYGVPLVKI SSDDTRREMIKVRRSAFNFLRGFGSWTGI ETDELPDDGYDFWGNVPDVPQGEGNNLAF I
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 THGAWKRQSYGVPLVKISSDDTRREMIKVRRSAFNFLRGFGSWTGIETDELPDDGYDFWGNVPDVQGEGNNLAFI 525
NTDB id 1107 VT05 RS06875 WP 003693549.1 THGEWKRQSYGVPLVKISSDDTRREMIKVRRSAFNFLRGFGSWTGIETDELPDDGYDFWGNVPDVPGEGNNLAFI 524
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!



logo DGRLQPSDDPAPWYAGKGKSATKNTSKK
NTDB id 32388 NMBM01240355 RS02355 WP 002244838.1 DGLPDDPAPWYAGKGKSTKNTSKK 549
NTDB id 1107 VT05 RS06875 WP 003693549.1 DRQSDDPAPWYAGKGKSAKNTSKK 548
consensus ! *!!!!!!!!!!!!! !!!!!!
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