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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 ....MSNPTLFDYSMVKGTVEAILFQNKENFYTVLKVDPIETNEEFD.SMPTIVGFFPEIAEGDVYTFKGQAVTHPKYGK 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 QLKAETFEKELPQTKDAIVSYLSSDLFKGIGKKTAENIVATLGENTINKILDNEEALAEVPHLSKKKQKQIAEQIYSNQE 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 VEKIMIRLHDLGFGPKLSMNIYQVYQVETLSEIEKNPYQLVYDVKGVGFNKADTLAKNLGIEYNDPERLKAGLLYTIEEE 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 CIKQGHTYLPKDYVIEASQDTLSQVHSESID..TKLLEEMILQLTEEEKLVEADETLSVPSLYYSEVKSVQNLYRIEAHQ 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* !!!!** * *! *! ! ! * ! ** !* ! ! *! ! * !!!*! ! * *! *

logo

E
T
K
Y
E
L
E
N
Q
T
F
I
E
P
E
QSDEFLLQLMAHI

LGE I
LEDEMRMNDKVNQYAAPSQKEAI

L
E
Q
K
TAI

L
N
SSKPMVLMLLTGGPGTGKTTVIKRGIVELYAGE I

LHGLVSLDPYDSADYKNEKD
NTDB id 323857 CNQ82 RS07985 WP 123144844.1 TKLETIEQSDLQMHIGEIEDMNKVNYAASQKEALETAINSKVMLLTGGPGTGKTTVIKGIVELYAEIHGLSLDYDDYNE. 392
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 DDYPIALAAPTGRAAKRLQESTGLEAMTIHRLIGWSQETKPEDVLENEINAKLIIIDEMSMVDTWLFHQFLNAVPIDAQV 472
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 ILVGDEDQLPSVGPGQVFKDLIDSKVISRVNLTEVYRQQDGSSIIELAHKMKLGQ.PIDITQRFHDRSFIPCSADQIPDV 551
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!! *!!* ! !!* ! !!**!!! *!!!!*!!!! !! ! *! *! * *!!!!!*! * !!**!



logo VENKVVATNSALVKKGYDTAMKSDIQVLAPMYRGKSAGIKNERLNKVMVLQDI LNPKPEKEDKRTRE I
L
E
KFGDVVFYRKTGDKI

VLQLVNQRPENDNNI
VFNGD

NTDB id 323857 CNQ82 RS07985 WP 123144844.1 VNKVVTSAVKKGYDMSDIQVLAPMYRGSAGIKRLNKVLQDILNPKEEDTREIEFGDVVFRKGDKVLQLVNRPNDNIFNGD 631
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 IGVIQGIFWAKENELNKDVLVVDFEGNEITFTKQDMMELTHAYCTSIHKAQGSEFPIVIMPVVKQYYRMLQRPIIYTGLT 711
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 RAKQSLVFLGDSQAFDIGMQTYGQV.RMTRMAQLLRDYFGMETSSSETEETHSTSTAEQNTKVIELS.EATIFQIDPMIG 789
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLK....NRLSVQV.....E........EMDAELEALQKELPFSVHDANIG 783
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NTDB id 323857 CNQ82 RS07985 WP 123144844.1 MGDVTPYSFATEK.. 802
NTDB id 355 BSU 27480 NP 390625.1 MEGITPFDFMKEEQQ 798
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