logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

153 SP RS04730 WP 000387344.1

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
323823 EEA47 RS13980 WP 031777211.1
1294 VP RS04495 WP 021449594.1

1362 HI 1008 AAC22669.1

1382 A4U84 RS07375 WP 062924234.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

153 SP RS04730 WP 000387344.1

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
323823 EEA47 RS13980 WP 031777211.1
1294 VP RS04495 WP 021449594.1

1362 HI 1008 AAC22669.1

1382 A4U84 RS07375 WP 062924234.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

153 SP RS04730 WP 000387344.1

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
323823 EEA47 RS13980 WP 031777211.1
1294 VP RS04495 WP 021449594.1

1362 HI 1008 AAC22669.1

1382 A4U84 RS07375 WP 062924234.1

consensus

EAL T ERKITKEYR T N1 T 1 T EKEVIKIKEEKEE L EDL | |V.S>BK

MEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLITVDVKG
........................................................................... MSRGG

[ FE L LK AT T ENE TN LA ENVAAN S KIS ©

wrrvar. o Lean ek < Veb e EAR e el

Ao.T° YRFLL. _.
AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSESLNLAQKMSDEALJYVPTK . @EEAVSQQT. ... .. .. GSGTASSTSK
A..TP..YRFLL...IRHIVARCGLLFATAGHTMKKNEF . MEFEMLFSCAFEL . . . . oot
A..TP..YRFLL...IRHIVARCGLLFATIAGHTMKKMF . MBFOMLFSCAFRL. . ... ... ... . . ...
A..TP..YRFLL...IRHIVARCGLLFATIAGHTVMKKMF .MBFOMLFSCAFRL . . .. ... . . ..
A..TP..YRFLL...IRHIVARCGLLFATIAGHTMKKMF . MBFOMLFSCAFRL . . .. ... . .. ...
............................. K .e.........TPAKQVL
............................. AN . ... .\ ........TPAKQVL
........................... MQERATHI . VT .e'..........QVEEG
........................... MQEATHI . VT ee'u.........QVEEG
................................... MKWM .e+..........DKYEG
................................... MKWI .ev..........DKYEG
................................... MKWI. .e'..........DKYEG
............................. qTL...FTS. EEKATXQTAQSVVTTQAEAQVAPAV
............................. WKLS.RYTF. EEKVTTSTEHTPVVMQQ VAATQKVN
Xk ok * kokokk ok *

llg\/

e Nokseebhael ) o hon e fRedichsy

. IR EE\N GISF K
VANLIZG I GIK AJSATEN - YRENNN GEAEF K

é KNEQ%%%EHQVANK AKPVLPA

RWNLIZG I GI\K AJSATEY - YRENAN GEVE K
RVALIZG T GIFVK AJSA TEN - Y RENAIN GEVE K
RVALIZG I GI\K AJSA TRV Y REXAIN GEVE K
KGK N NTAPNAEILINCGSIBNG I GIMK - AINAT
KGKEMSIEWAD VY S|RT G SF K[eRNE K RV E ). S
VBNV VNINTASENAE LEWNRLISG I GIRKK A[RJA T

AYRENHQGFK
AYRENHQGFK
YRER
YREPL
MNEH
M EH
MUTEH

NNV N N A EANE EWNRLING I GIRKKA[RI)T
INRNVNINTA (ENJNE ENWILISG I GINKKA[RN] - T
IMNNVNINTASENAE ENNUILISGIGIAKKAR] I
SIS NINTA IEE ([REEILING I GINKK AINA T | [(]Y RElSs!

JANUVNINTA (ESE [AIISLNUG T GENKK A[NJA T

NN

YRE)Y

Ix %

I koskoskokok |

[eNoNoNoNoNoNoNeoNoNo NN N Re)

151



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

153 SP RS04730 WP 000387344.1

1127 NGFG RS10560 WP 003703428.1
1126 NGFG RS09375 WP 003703428.1
1125 NGFG RS07215 WP 003703428.1
1108 NGFG RS06525 WP 003703428.1
1272 LPP RS04360 WP 010946546.1
1249 GCO85 RS04230 WP 010946546.1
1159 ABDM36 RS04765 WP 001166105.1
1150 A1552VC RS08580 WP 001166105.1
1395 DSB67 RS04445 WP 010649155.1
323823 EEA47 RS13980 WP 031777211.1
1294 VP RS04495 WP 021449594.1

1362 HI 1008 AAC22669.1

1382 A4U84 RS07375 WP 062924234.1

consensus

VKK
VKK 131
VKK 131

VKK 131
VKK 131

X non conserved
B similar
B >50% conserved



