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GEMQOMLGGRAQ GGMP QGGMNVP ........... AQQGSWGQPQQPAKQHQ

............... ALHNNFGQPT.......
SQNFNSNQSNGSQ....... QSGFTSPQQTGNAPA
..... GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ
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PMQQSAPQQYSQPQYNEPP DF 177
.............. DL 131
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....... NNY. . 148
ANNTQ.ADPF. . 170
GNSFN.DDPF. . ANDGKPEMDES 172
............................ 113

X non conserved
B similar
>50% conserved
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