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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR..NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR..NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 323719 EAV92 RS19465 WP 123042636.1 .MLNRVILIGRLTKDPELRYTPAGVAVAQFTLAVDRPFSSSREEGNREREADFIPIVTWRQLAETCANYLRKGRLAAVEG 79
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA....NGDREADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ....SGEREADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA....SGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
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NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP..YE....E.........GYGQSQEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP..YD....E.........GYGQSQEAYQRPAQQSRQPAPDA 143
NTDB id 323719 EAV92 RS19465 WP 123042636.1 RIQVRNYENNEGRRVYVTEVIADNVRFLESPNRESGGGGAGRD....EYSGGGGSGYGGGSRN........SGSRN.... 143
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAA.. 146
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG.. 148
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 323719 EAV92 RS19465 WP 123042636.1 .SGNNNDPFA......DDGRPIDISDDDLPF 167
NTDB id 624 LCA RS00040 WP 011373726.1 .NNTQADPFA......NNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .NSFNDDPFA......NDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................... 113
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