logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
1021 ACIAD RS00975 WP 004930462.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1388 A4U84 RS04945 WP 062924099.1
1361 HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152
32304 VS RS14620 WP 012605087.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
1021 ACIAD RS00975 WP 004930462.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1388 A4U84 RS04945 WP 062924099.1
1361 HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152
32304 VS RS14620 WP 012605087.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
1021 ACIAD RS00975 WP 004930462.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1388 A4U84 RS04945 WP 062924099.1
1361 HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152
32304 VS RS14620 WP 012605087.1
1399 DSB67 RS15600 WP 010645755.1

consensus

A1552VC RS00200 WP 000654772.

A1552VC RS00200 WP 000654772.

A1552VC RS00200 WP 000654772.

1

1

1

VAek

A
(=2 22 @ YS. D“‘AE LESS
GNCEKATQPDGLAKWSS

BB R

MLTQLSSHHJ

LHANHBKRVNEFQTTQG. QAQFEQL
MLTQLSSHQ GNCEKATQPDGLAKWSS LHANHIBKRVNEFQTPQG.QAQFI®QL
MITILSSHH GDCETAMQPQRLSDWQKMELHANHMKRLEEVHTLQG . QQQFI2K Mi#
. .MTEDER GSABNABSA .PAEQMAA IRHKQALEAWRNAEKRALARQAAEAALE
.MTEDER GSABNABSA .PAEQMAABIRHKQAMEAWRNAEKRALARQAAJYA AIRE|Y
ESFLL GSABNABSA . PAEQWAPAVRHKHAMEAWRNAEKRALARQAAJYA AIRE|Y
ESFLL GSAGNABSA .PAEQMAPAVRHKHAIBEAWRNAEKRALARQAA|YA AJREN
..... QRIGEMESEVD .FGEFCQY.DKTABKQMEWNERQEQRWEFNPE. . . . . HKWIBQAMQLY
VGID SNIT.L ELlNY.DDVAFRQ WGAIQ@RRWFKPE. . ... AKFIP ARV
..... ¢l PREVL QKR.PDL LMFQL.SSVD.EEA LPSWLAQTIKNFD.....PDFIKTD|EN|
(€ISKM I SH| ATRLPAGIL . QSF . TPKQWLAC[LKPEQEVFLTTQA. . ... AKQA QCIRQ|Y
(@ KRLS SIDSPFMNI .MGY.SSQQEQA LSAKQESYLGEQA. .. .. PREV)HACIRAN
MTPQNDIDLAAWLKLSC 2 G VK MR SKDTPSHI . MQY . STEQEQLEELTAKQMQAWS . QV. . . . . DKEV ACHIT
* %k %k X Xk * X Xk * k% *
el ot s Y ot on b SReSfmaoiobeel e Y LA
EXQQBTBELvlvPD<~ E¥<AF - b %g iA vTvaAh\”.gp \,FAﬁgngfiV L

QVEQHTDF
QVEQHTDF
QLQTHTDF
EME.DGCR
EMB.DGCR
EME.DGCR
EMB.DGCR
AEQ.DQQQ
SQN.EGNH
LSSSENHH
RSAANNRY
QARQPNHH
VAASSHHH

DEéAHQAALséi

PDINSGIXT QIELP Y TDH|J3
PDINSGHXT QJELP Y TDHJJ3
PDINPANES QNI PY QDR|JS

PN\YDIJY YIRSEK
P\YDISY YIRSEK
IN\YDIASYFIRSEK

A 'VGSRMS INGIQYA
ATVGSRMA SUAYGIEAA
ATVGSRMASIGIAN A
A VGSRNJA S|BAGIHNEYA

kkk |k x

LT @A&wm At R

Y PIAMNKINL AV@o T EVE RAGIN
4P VNJANIWAY EpgAID . K(€1,
24P ANJANIWAY EpSAIY . K(€1,
4P ANJANIWAY EpgAD . K(€L

Pk DL %% ok ks

Y83 A R HIUKIWNE QRRVIST S[EN
Y82SKHQRIBEIA QRI T 12N N{ETN
VxR RHLKWAE QTS . N[elL)
YPKQHQGLAERIIA Qe

158
158
158
155
155
155
155
147
148
149
150
150
152

237
237
237
234
234
234
234
227
228
228
229
229
231



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073
1043
1021
1094
1089
1122
1120
1388
1361
1250
1152

ABD1 RS00865 WP 015451369.1
HON27 RS16615 WP 168727007.1
ACIAD RS00975 WP 004930462.1
KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
0K783 RS09595 WP 003705341.1
NGFG RS10355 WP 020997408.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.

32304 VS RS14620 WP 012605087.1

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073
1043
1021
1094
1089
1122
1120
1388
1361
1250
1152

DSB67 RS15600 WP 010645755.1

ABD1 RS00865 WP 015451369.1
HON27 RS16615 WP 168727007.1
ACIAD RS00975 WP 004930462.1
KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
0K783 RS09595 WP 003705341.1
NGFG RS10355 WP 020997408.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.

32304 VS RS14620 WP 012605087.1

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1073
1043
1021
1094
1089
1122
1120
1388
1361
1250
1152

DSB67 RS15600 WP 010645755.1

ABD1 RS00865 WP 015451369.1
HON27 RS16615 WP 168727007.1
ACIAD RS00975 WP 004930462.1
KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
0K783 RS09595 WP 003705341.1
NGFG RS10355 WP 020997408.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.

32304 VS RS14620 WP 012605087.1

1399

consensus

DSB67 RS15600 WP 010645755.1

1

1

1

R [T

ALPTQWQSQQQNQT. .. .. EE.

ALPTQWQSQQQNQT. .. .. EE.
ALPTHWHSQSTASGEANADDS.
NKGIPEKR
NKGIPEKR
NKDTPDTG
NKDTPDTG
.FDT..

s

hpAeboce by sl ot

KSGSLITAMSAAEQG JNVEA PGlsITNaSIN:IN
KSGSLITAIMSAAEQG ENVEA PGlIIpasInsIN
KSGSLITARMAAEQG NVFA PGEITNEINF:N
INSGSLITARIRAAERIGREVIYIA PGS I|BNPJ3IS|S
INSGSLITARIMAAENIGREVIA PGSI|ENPS|S
INSGSLITAMBRAAENIGREVIYIA PGSI|NNPJ3IS)S
IMSGSLITA[GRAAENIGREVYA
NSGSLITARYAiEQGREVFA

AWQRQS.VHIQPS
YQHS . . . THSQTERDFDQ. . . .
KIEHHQFTSN.KP@.FSL. ...
KNALTWSLSEQVPY.QAT. . ..
KSLLDWSIDQQPSH.FEP. ...
QSLLDWSINQSLD@.FSA. ...

kokkok ok *

Foceerahbaniesn s M s \.,\E\.H.éj\./%; Ak

PRS [MNPys)a
PCII[INEEESH
PGSIINPM 1

KSGSLITARMAIREQNREVEA
KSGSLITARNIAIREQWR ViRA
EAABKSGSLITARMAAEQGREVF]

REAVRIA QRS Ak D oET

.......... ANTNTP....EIR HL...ID LTSSL ELELIRGIR  (NaS|GIRY ' R[®
.......... TNTNTP....EIPE@HL...ID
.......... GKTDDA....DLPBDL...LP
ITAVQTASDQLSLPEGKMPSEKTENRPVGGS

ITAVQTASDQLSLPEGKMPSEKTENRPVGGS
RRAVQTAY..APPPAAKMPSEGAAGGTAVGG
RRTVQTAY..APPPAAKMPSEGAAGGTAVGG
. .KP. .KQAVKSEPKFAKNLPELTACQQQ
.IAVPNYTPPPDPR. .

.RL.VEAPSHPK ENGEYKRV
.................... ASG..... TSGLEELELKGAV A 1¥GGY R[¢
FS R FSAVQS.EELPFPE NUWINLLELELIRGIs|V A I3GGY RIS
................. TPSMGENEQLPFPQ NWINLLELELBIGIslV A BIGGY RIS
................. P...ID.EELPFPQ NUINLLELELSGEIV A BGGY RIS

* * % Kk %k * 1 kokkk | okokokok

R
RS 376
RS. 376
RSPY 383
IRT 397
IRT. 397
IRT 395
IRT. 395

375
e 373
EYER 361
GRG. 371
GRG. 370
GRG. 369

311
311
316
314
314
314
314
301
301
302
304
304
306

374
374
379
394
394
392
392
375
373
357
368
367
366



(>4 S

non conserved
similar
>50% conserved



