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NTDB id 322750 D9Y32 RS19265 WP 009328420.1 MFNEREALRLRLEQLNDKEIIVMRELREEREGIYSKLRELDKNQSNPPQVRES......SSLMDLVSAAAQELKQSK... 71
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQS 80
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NTDB id 322750 D9Y32 RS19265 WP 009328420.1 ...SSSPRIQTNN..............ASQPFNKSITSIQREAALKILSMHKEGIRGAGLRKEIEKETGMKVKNMTTFMS 134
NTDB id 79 BSU 14240 NP 389307.1 QQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQ 160
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NTDB id 322750 D9Y32 RS19265 WP 009328420.1 GLMKHHPEIKKPGRGHYVIKREKSFE..... 160
NTDB id 79 BSU 14240 NP 389307.1 SLIKMYPEVKKPYRGQYILEGEIESAESANE 191
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