
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKNIYAKLRELDRNPGSSFPNSDE I
TKKDFRPSEKRKPTDESLPVLAELAAQE I

M
K
RSYQPQQQS

NTDB id 322742 D9Y32 RS17245 WP 003181328.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDNIYAKLRELDRPSSFNDTKKDFRPERKTESLPVLAELAAQEMKSYQQQQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQS 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!* !* * !!!!!*!*!**!!!!!!!!!!!!**!!!*!

logo QQQPSQVASQKNQQPQQTLSPQQS ITSSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPN
NTDB id 322742 D9Y32 RS17245 WP 003181328.1 QQQPQASQKNQQQTSPQTSSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPN 160
NTDB id 79 BSU 14240 NP 389307.1 QQQSV......QPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPN 154
consensus !!!* ******!* * !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MTTFMQSL IKMYPEVKKPYRGQYI LEGE I ESSTAEETESAQNQE
NTDB id 322742 D9Y32 RS17245 WP 003181328.1 MTTFMQSLIKMYPEVKKPYRGQYILEGEISTETEQQ. 196
NTDB id 79 BSU 14240 NP 389307.1 MTTFMQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! * **
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