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NTDB id 413 AAK55817.1 141..845( ) .......MKKILIVDDEKPISDIIKFNMTKEGYEVVTAF.NGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSS 72
NTDB id 374 SMU RS06885 WP 002262930.1 .......MKKILIVDDEKPISDIIKFNLAKEGYDTITAF.DGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSH 72
NTDB id 322674 EBL91 RS03590 WP 003423570.1 MIVESIKDKKILVVDDHKELLKMIDEILRKEGFSRIFLASSCEEAVRVFRNIKPDCAILDVVLPDGDGFSIMRKIRETSK 80
NTDB id 372 SMU RS05280 WP 002262198.1 ...MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTST 77
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NTDB id 413 AAK55817.1 141..845( ) VPILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDL.EIVPDAYVA 150
NTDB id 374 SMU RS06885 WP 002262930.1 VPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDL.QILPDAFVA 151
NTDB id 322674 EBL91 RS03590 WP 003423570.1 MPVIFLSARGEDEDRLIGLGLGADDYIVKPFLPKELTLRLVSILNRVYVPIEE......EELPVFKLGDSVVVNLNSACV 154
NTDB id 372 SMU RS05280 WP 002262198.1 IPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDD......TLI.....LPTCQVNFSQALI 146
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NTDB id 413 AAK55817.1 141..845( ) KKYGEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM 230
NTDB id 374 SMU RS06885 WP 002262930.1 KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYM 231
NTDB id 322674 EBL91 RS03590 WP 003423570.1 EKDGQEISLTAKEHSLLLKLYENKGRIVTSDSLCQAIWGDDMYGYENTLMVHIRRVREKIERTPSTPKYLLTVRGLGYKL 234
NTDB id 372 SMU RS05280 WP 002262198.1 TKGELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKL 226
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NTDB id 413 AAK55817.1 141..845( ) RNNA* 234
NTDB id 374 SMU RS06885 WP 002262930.1 KSYD. 235
NTDB id 322674 EBL91 RS03590 WP 003423570.1 MIN.. 237
NTDB id 372 SMU RS05280 WP 002262198.1 KVS.. 229
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