
logo MS IVLHGVAAGKGIAVGCAHL IARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF 75
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAF 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I SLHLMLLTDVTLSREPVDI LREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRR IHNNL IGQGNE
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 ISLHLMLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNE 150
NTDB id 1096 KZH42 RS00175 WP 002225691.1 ISLHLMLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNE 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEVADNLFDETVL IANDLSPADTVLFKEQR IAAFVTDAGGPTGHTAI LGRSLDIPSVVGLHNARKL ITEGETVIV
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 LEVADNLFDETVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIV 225
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LEVADNLFDETVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIV 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGINGVL I IAPDESVLNEYRRRAREYRSHKRDLNKLKKTAAATADGVC I ELVGNI ESAEDVKPLHNLGADGIGLF
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 DGINGVLIIAPDESVLNEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLF 300
NTDB id 1096 KZH42 RS00175 WP 002225691.1 DGINGVLIIAPDESVLNEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLF 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAE
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 RSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAE 375
NTDB id 1096 KZH42 RS00175 WP 002225691.1 RSEFLYLNRDTMPSEDEQYEVYSAIVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAE 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PVMFRTQMRAI LRAAVHGPVRMMWPMITSVSEVRQCL IHLDTAQRQLAERGDAFGKVGIGCMI E IPSAALTVGS I
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 PVMFRTQMRAILRAAVHGPVRMMWPMITSVSEVRQCLIHLDTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSI 450
NTDB id 1096 KZH42 RS00175 WP 002225691.1 PVMFRTQMRAILRAAVHGPVRMMWPMITSVSEVRQCLIHLDTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSI 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKLVDF I SVGTNDL IQYI LSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLG
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 LKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLG 525
NTDB id 1096 KZH42 RS00175 WP 002225691.1 LKLVDFISVGTNDLIQYILSVDRGDDSVSHLYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTRVLLG 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo MGLRRFSMNPNNI LPVKNI I LHSNVGQLESDIAVKVIRCEDEEKSEKL IKQMNSVSVEEEADFKGRK
NTDB id 32263 NMBM01240149 RS00795 WP 002214991.1 MGLRRFSMNPNNILPVKNIILHSNVGQLESDIAKVIRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
NTDB id 1096 KZH42 RS00175 WP 002225691.1 MGLRRFSMNPNNILPVKNIILHSNVGQLESDIVKVIRCEDEEKSEKLIKQMNSVSVEEEADFKGRK 591
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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