AL DRELLIRIVAR CLLEATLKAT R ALE. LES ARSLAAIN

LYPEK /SGCUVAGCRHPYCVRSGLRIINVLEKLWD
NTDB id 32223 NMBG2136 RS00335 WP 011798742.1
NTDB id 1127 NGFG RS10560 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1126 NGFG RS09375 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1125 NGFG RS07215 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1108 NGFG RS06525 WP 003703428.1 MEPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
consensus IE! ! !
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NTDB id 32223 NMBG2136 RS00335 WP 011798742.1 LSRN NRICNe) -y V.V NP IRV NI [T NN AN TN CaNe VAN NG NOINY:AACT VY 0 G VO AN | D)9
NTDB id 1127 NGFG RS10560 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1126 NGFG RS09375 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1125 NGFG RS07215 WP 003703428.1 ASQQAELEALPGIGPAKAKATIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1108 NGFG RS06525 WP 003703428.1 ASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr it rrrrrrrrrrrrrrrrrrrrr it rrr st

non conserved
B similar
>50% conserved

154
131
131
131
131

I



