A A AR LA I A S AR A (ke

NTDB id 32185 NMAA RS00215 WP 002220091.1 |UNZRHNNQIQ ANy 00 AR AN W VIR AN T D E DIESLAESVKG[MWESAVETVSGAVEQVKETVAEM SEAJD
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQ QETAAKNESENES G DMYESLAESVKGR¥AESAVETVSGAVEQVKETVAEMIZSEA{CE A RE.

consensus L R e e L s

e A CEARTEEAL ARG LOCRR ACLAE e

NTDB id 32185 NMAA RS00215 WP 002220091.1 (NVEBMAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLWKSRDKMAKSLAGVFGGGQIPEDLYEELETVLITHDMGME|
NTDB id 1118 NGFG RS11455 WP 003696286.1 NAERMVERAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLINKSRDKMAKSLAGVFGGGQIEEDLYEELETVLIT{EDMGME
]

consensus PP rrorrttktrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr o rrrrrrrrrrrrrrrrrrr orrrrrrrrrrrrr e

{01 KORARLALD IR LI AR ERE L LALANTS TR L

NTDB id 32185 NMAA RS00215 WP 002220091.1 [LNUNNERUNEARDIANSINCCROIGNNR ARGV IR NN O NN GIRARNNSNN NSRBI RN YNNI O N QYN[ ANN N

NTDB id 1118 NGFG RS11455 WP 003696286.1 ATEYLMKDVR[{€RVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLA

consensus trerrrrrrrorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrirrrd

logo A DTF REQ\.QAV RNN SQ.H DSAAV FDAVQMKAR D V\.ADTA R\. TQ\.H\. EE KK\/KRV\.QKA A H
RAAA e | | D

NTDB id 32185 NMAA RS00215 WP 002220091.1 [NehRN:IVVNAAINNTEE I EANAN AR RO EY VA YN VIR DR A N DRV AR RN N BT A S SRR W 2 DN G

NTDB id 1118 NGFG RS11455 WP 003696286.1 AGDTFRAAAREQLQAWG[ERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKA P[APH

consensus trrrrrrrrrrrrrrrr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e rrrrrrrrrrrel v

logo E W\.DAN QNA\/NQ\/KAFDDA\- \-T \- WK\-D TAK \-AM-ASDR V \/R\( V E DD\-R FDARAFVDAH-D
ANND) SR Ko RS Y RIS\ VR S (O[O o R 0 Lo Jo I N AR A T TVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 421
NTDB id 1118 NGFG RS11455 WP 003696286.1 EITVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417

consensus R e e e

non conserved
B similar
>50% conserved

85
82

170
166

255
251

340
336



