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NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..... 75
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..... 75
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..... 75
NTDB id 321788 D0871 RS03455 WP 069514826.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGI.AAA........A 71
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGI.AAA........A 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAV.PTKLSD...... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWS.VKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKT.PSLTSTD..... 71
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LGFIVDTADVADSAGTAFSNTKDSRVYLCGDATTIVAYDES ILKDAPFATDAEPLMTGAGDGAHTSKAGPIV IAPTASGALGGDKTLIKTELTFYCTTFALTMKGDGGNADGNDAPSGSKVFNIVAKDSTSGGKSTKIVLI EQTFLNATRTASTDTAADNTGAEGLWKSTCATVLSPSTDTLQAVDPT

NTDB id 1184 GTF74 RS02335 WP 000649326.1 .......AAGFTRLGTVE.....DMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVT 138
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .......AAGFTRLGTVE.....DMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVT 138
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .......AAGFTRLGTVE.....DMGDGKIVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVT 138
NTDB id 321788 D0871 RS03455 WP 069514826.1 TLAQLGVDVAANDLGAIDS....ALADGSP............TLTFTF...DADSSIDGGILTFTR.DAATGWSCLPTAP 131
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVDVAANDLGAIDS....ALAGGSP............TLTFTF...DADSSIDGGILTFTR.DAATGWSCLPTAP 131
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ....VGFTAATSSVCATYSIDAFTETDGAG............KI.TCTLK..GNPKIATKIVELTR.STDGAWTCVSDVP 128
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIA.LKP.DPADGTA............DITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQD 140
NTDB id 1197 PSJM300 03940 AFN76866.1 .EGYIGITDS.TSYCDVD.LD..TAADGHI...............ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLD 130
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 SEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 SEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 SEIAPKGCTAGATIN...... 153
NTDB id 321788 D0871 RS03455 WP 069514826.1 AIA.VDGCS............ 139
NTDB id 1292 VP RS12235 WP 005479693.1 AIA.VDGCS............ 139
NTDB id 1038 H0N27 RS01510 WP 000993725.1 TEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EQFIPKGCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 AKYKPGKCS............ 139
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