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NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNR 79
NTDB id 321645 CDG68 RS04700 WP 410169814.1 MNSQLRQFTMAAVSIAVMQVATAQTTMTNVVPMKIPGQGTEIRVMFNGLPPQPQAYQLESPSRLILDFDNAKQNIAQSSI 80
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
consensus !* **************** !***************!***!****!******!**!**!*!*!**!!****** **** *

logo

E
P
S
L
V
S
T
A
S
V
T
D
G
N
N
E
T
A
R
SS IVTDVASVTAESADKDDKQRATSRVL IVTI

VNLNTKKTDLSTASGDSAYFTTRVEGNNVTLFFIVLVKVIGNSNI
S
A
N
P
Q
A
Q
S
T
A
G
T
S
T
A
N
A
S
T
K
VASTAPVKASPAL

P
A
P
V
L
N
SYAAQS

P
P
S
T
V
I
N
S
V
A
K
M
S
T
P
KPYVKP

A
A
P
Q

NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPA 159
NTDB id 321645 CDG68 RS04700 WP 410169814.1 PVASDEASSVDVAADDQRSRLTVNLNKSGDFTTRVEGNTFILKINNANQATA............LPNYASSNMT....KQ 144
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT............PV...ATSAP....AP 141
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK............PL...PVVS.....AQ 140
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK............PL...PVVS.....AQ 140
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
NTDB id 321645 CDG68 RS04700 WP 410169814.1 SQGISDIGFQRGNAGEGQVVVSLAGANTPVDVQQQGSKVVIRTLGNKLPAHLIRRLNVNDFATPASMVDAYNDGANGVIT 224
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 319
NTDB id 321645 CDG68 RS04700 WP 410169814.1 IQTSGSYEYMAYQAENKLTVSLKRPAENK.INRPSSSQSYTGKKISLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 303
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNIT 300
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSV 399
NTDB id 321645 CDG68 RS04700 WP 410169814.1 LRLKDVPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKSEEDEAKAYAQSIKLAPLQTEYVQLNYAKATDIEKLIVQG 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQG 380
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIE 453
NTDB id 321645 CDG68 RS04700 WP 410169814.1 KNSNTSSS...........SSGSGVDALGDSVGSLLSPRGTISTDPRTNMLIINDTAQKIDQIRKMIDLLDVSVKQVMVE 452
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIE 451
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGM.......NCGPIAGSCTFPTTGTSKSPSPFVDLGAK 526
NTDB id 321645 CDG68 RS04700 WP 410169814.1 ARIVRATTDFTKEMGVKWGILSQGV.....GRNNDLLVGGSDTTLWDLREPDDD.....GKYT...ISRPDNLNVDLGVT 519
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ARIVRATTSFSKEMGVKWGILSQGI.....NQNSNLLVGGSETTLWNLRNPDSN.....GTYT...IERPDNLNVDLGVT 518
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ARIVRASTSFTKELGVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKDETTGGYKYT...IERPDNLNVDLGVS 531
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ARIVRASTSFTKELGVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKDETTGGYKYT...IERPDNLNVDLGVS 531
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALS 601
NTDB id 321645 CDG68 RS04700 WP 410169814.1 SEGASKIAFGLISMSDFMLDLELSALQSDGYGEVISTPKVLTADKQKAKVASGQEIPYQTTSTAGGTATATTSFKEALLS 599
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLS 598
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLS 610
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLS 610
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLG 681
NTDB id 321645 CDG68 RS04700 WP 410169814.1 LDVTPSITPDGKVQMQLNITSDSRGG.TAPNGEVILNKNEINTNVLVDNGETVVLGGIFEQSTSNTQTKVPFLGDIPYLG 678
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVG 677
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVG 689
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVG 689
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 321645 CDG68 RS04700 WP 410169814.1 RLFRRDAKTESKQELLIFVTPRIVNDSRTRNH. 710
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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